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Fig. S1 QC sample RSD evaluation chart

[image: GO富集分析气泡图_GoEnrich_20231128_225131][image: GO富集分析气泡图_GoEnrich_20231128_225123][image: GO富集分析气泡图_Diff_GOEnrich_20220913_162750 (1)][image: GO富集分析气泡图_GoEnrich_20231128_173257][image: GO富集分析气泡图_GoEnrich_20231128_225225]  [image: GO富集分析气泡图_GoEnrich_20231128_225142]

Fig. S2 The Gene Ontology (GO) enrichment analysis of DEGs among the different tissues .
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Fig. S3 The KEGG enrichment analysis of DEGs among the different tissues.
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Fig. S4 The One-way ANOVA analysis of genes among the different tissues.
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Fig. S5 DAMs related to the biosynthesis of alkaloids in different tissues of S. tonkinensis. 
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Fig. S6 DAMs related to the biosynthesis of flavonoids in different tissues of S. tonkinensis. 
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Fig. S7 The map of reference substances for matrine and oxymatrine
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[bookmark: _GoBack]Fig.S8 The map of reference substances for genistin and genistein
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Fig. S9 Verification of StCAO, StTAT, StSQLE, StCHI, and StCAP10A
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