Table S8 Transcriptome data and genome sequence alignment results
	Sample name
	Total reads
	Total mapped

	TL1
	56368328
	54045342 (95.88%)

	TL2
	44091492
	42494664 (96.38%)

	TL3
	41141904
	39458608 (95.91%)

	ML1
	43729530
	40982670 (93.72%)

	ML2
	43498650
	40702260 (93.57%)

	ML3
	48575086
	45515262 (93.7%)

	JS1
	47736498
	45106144 (94.49%)

	JS2
	46680250
	44163010 (94.61%)

	JS3
	56123656
	53479574 (95.29%)

	MS1
	46680640
	44129456 (94.53%)

	MS2
	41661370
	38893656 (93.36%)

	MS3
	46817966
	43628190 (93.19%)

	IFK1
	49214764
	47072930 (95.65%)

	IFK2
	53574356
	51340548 (95.83%)

	IFK3
	42806688
	40884794 (95.51%)

	MFK1
	44410050
	42605968 (95.94%)

	MFK2
	57776072
	54426280 (94.2%)

	MFK3
	50408636
	47659242 (94.55%)
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