Table S6 Non-coding RNA annotation results
	Type
	
	Copy
	Average length(bp)
	Total length(bp)
	% of genome

	miRNA
	
	64
	119.078125
	7621
	0.000365

	tRNA
	
	508
	74.8996063
	38049
	0.001822

	rRNA
	rRNA
	389
	632.596401
	246080
	0.011783

	
	18S
	24
	1751.416667
	42034
	0.002013

	
	28S
	34
	4878.705882
	165876
	0.007943

	
	5S
	331
	115.3172205
	38170
	0.001828

	snRNA
	snRNA
	1358
	109.2717231
	148391
	0.007105

	
	CD-box
	1232
	106.7483766
	131514
	0.006297

	
	HACA-box
	7
	129.1428571
	904
	0.000043

	
	splicing
	119
	134.2268908
	15973
	0.000765

	
	scaRNA
	0
	0
	0
	0
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