[bookmark: _GoBack]Table S2: The DhNAC protein sequences.
>DhNAC1
MEKREVSISDGFDNSNTGTEDQMQLPPGFRFHPTDEELITHYLSNKFLDARFKSLAIGEADLNKCEPWDLPKQAKLGDKEWYFFCVKDRKYPTGLRTNRATEAGYWKATGKDKEIYKGKLLVGMKKTLVFYTGRAPRGEKTSWVMHEYRLEGKYAINGLYRAAKNEWVICRVFKKSSLGNPFGMGKMASSSYGEEVEDSPPPPKTLPPLMDIPSHVPCFSNGMEGQKAHEQDMSSIFSKFIPMSTALYDGSFMSLFESHGFEEKQGCKKNREMLSFSEQTELIAEMNTEIYCDNEIGRSSFEHCLWNC
>DhNAC2
MTNPATQMPPGFRFHPTDEELILHYLRNRALASPLPVSIIAEVDIYKFDPWDLPAKAVFGEREWYFFSPRDRKYPNGVRPNRAAASGYWKATGTDKPIISRNENIGVKKALVFYTGRPPKGLKTDWIMHEYRLADSQNNKSYKPIRLGDHSMRLDDWVLCRIYKKRNHLSPSMVDQEQEDLYAEDSCFQTTQSQLGHQHHGIKLPKTPFTSDFLEDYSSLLSNNFNNQQELPKFDNNSLIGRPISNQSLINQSTESSGNGYLHPQFLQAESPISFAVKRQSDNDLEESSGTLQPLKKQNFPNFSNQFDGSQYSLLNQPFFSRQ
>DhNAC3
MSNNSPSLPPGFRFHPTDEELILHYLCKRALSAPCPVAIIADINIYKFNPWELPGKALFGEREWYFFSPRDRKYPNGVRPNRAAGSGYWKATGTDKPITASQWKENIGVKKALVFYKGKPPKGVKTNWIMHEYRLAENLHSNQSKQLKIREGSMRLDDWVLCRIYQKIRHHSPVDREQDDDAGMKNLADSSKIHKSFSVSEFLVEEADFSLLSGLLETPMNAPLTNHDPMANSNLNHSFTNNNGNYNESCYSSQPTQSQASVLNAENNLKRHRTVESYCFDDFGGQLNPSKKLRNSNIFAQFYNPSDISQPFFMQQLQLNPHLGMQ
>DhNAC4
MDESLFLPPGFRFHPTDEEIITHYLFQKIADRNFKSIAIGEASFNESEPWDLPGKAKMGEKEWYFFCQKDRKYPTGMRTNRATATGYWKATGKDKKIFKGKGVHVGMKKTLVFYRGRALRGQKTNWVMHEYRLEGTHHQYCNLSSYTDEWVVCKVYHKKNSEISTTVESEERMNPSSFVDDDLSVETNYFPPLTNSLYLKNSSSKFMEDTNEQGNEMNPSMIFELMRPESMVMSQFLQDTGICSERNIEKNIGSFQSHDHDPCAAVQAVDFDGLWDYGLF
>DhNAC5
LLLSWITMDDSLHLLPGFRFHPTDEEIITHYLLEKVIDQSFKSIAIGEGSFNDCEPWDLPGKANMGEKEWYFFCKRDRKYPTGMRTNRATSTGYWKATGKDKEIFKGKGVLVGMKKTLVFYSGRAPRGLKTKWVMHEYRLEGKYQYNNFSTPHQDEWVVCKVYNKKDTKISTGQQEVAERMNSSFVDDLLVDNPDQLPPLTNSPFFYNSRNNDIKEEEDGQENEFIQSFFSMRSEKQNLNHFQQEEAMLGASSNSNGDSLSLRGIGVKMEKISYSNSNSNSVFSASMDTGMSSERNLEEIGSFQSYENHLSPCVEQVDFDGIWNNGLI
>DhNAC6
MAPMALPPGFRFHPTDEELVAYYLKRKINGRKIELEIIPEVDLYKCEPWELPEKSFLPSKDLEWYFFSPRDRKYPNGSRTNRATRTGYWKATGKDRKVNSHKREVGMKKTLVYYRGRAPHGSRTNWVMHEYRLDESECETASGLQDAYALCRVFKKSTPGPKIIEHVGLNPREEQLQLEAFDLTPDERADHDDLESSNVYNLFQTHSSFSQSLVHSPSFDASASWMEHFLAEESSVVSSTNVPFPSPTSFSSMLSKVDVALECARFQNRFLMPPLEVEDLSQLEASNSKIFESGFSQFSTTANESFQEINSVASASHEFCRNPNFDEDMWALRTSYSFNEFFSPVETTHDLGSPGIIAKPSAMTREKATFVDISELEEEFNLEQKKVENLRSLKTLEGNLITEKINIEFQPARHQKCSPNPSPAQTSMNVQGIHELIYRLIGSLISLVFVKHRLVCIVHSPVLRLIAGDTHGGINDRIINLESQADHDFNPEQKQDFHDNVSSYEGFSSFDVLEKVDFNHGLFVSSKAVAKTLFHHIAPSKKINVHMNLMDFEVRKFKYPSEDGSYKVSFFQKLKEFICNKIIGIKLGCHLGCILKVCRSIYVW
>DhNAC7
MAPVGLPPGFRFHPTDEELVNYYLKRKIHGLKIELDIIPEVDLYKCEPWELADKSFLPSRDPEWYFFGPRDRKYPNGFRTNRATRAGYWKSTGKDRRVSSQNRAIGMKKTLVYYRGRAPQGIRTDWVMHEYRLDDKECEDTMGIQDSYALCRVFKKNVVCTEVEEQGQCSLSVAESPQAINNDYEITSPDVPLLGSSSCIEEEDKDDSWMQFITDDAWCSNNEGGDEPSPYVTFAN
>DhNAC8
MAVEEDGLVLPPGFRFHPSDEEIITHYLSPKVLNHGFRAIAMGEIDLNKCEPWDLPSKAKMTGEKEWYFFYRKDRKYPTGMRTNRATESGYWKATGKDKEIYRGRVVLVGMKKTLVFYRGRAPKGEKTNWVMHEYRLDGKASLSNFPRSAKDEWVVCRVLDKNTGLKKSPMHGGGMLRVNSVTDELLDSPKLPPLMDHTVFINSDASDRSFGFKPVAMAASSTPLMPSYFFSSTTGGGGGEDVDGSLYPRKNQYMMNDPSSSSSYLHQLHDAHDHQNPYFSSMFGDLVHYLDQDPQVMIQSSPSAIRRHRKVEQFSNQSLLSQDTGISTDRNTEISSVISKHDLSYDQDLVAPPAVAADDELDLQSMWRC
>DhNAC9
MAIAAAMSRDEAEKDAHENDLVMPGFRFHPTEEELIEFYLRRKVEGKRFNVDLITFLDLYRYDPWELPSLAAIGEKEWFFYVPRDRKYRNGDRPNRVTTSGYWKATGADRMIRSENSRPIGLKKTLVFYSGKAPKGIRTSWIMNEYRLPQPETDRNYKAVDELHSFIYQVIFICKGLLILAMYLLLLLASELMYSSKNYLMLNVNLYLHRVCHSCSTSIVDDFN
>DhNAC10
MERKGSEIELPGFRFHPTEEEILDFYLRRAAAGKKLNVDIITTVNLYLYDPWDLPAMAKMGEREWYFFVPRDRRQGNGGRPNRTTERGFWKATGSDRHIRSSVDPRRLIGLKKTLVYYRGRAPRGTKTDWIMNEYRLPDSSNSFGSAPTPKEDIVICKVYRKATPLRELEQRAAMEEESRVSIADTSSTSSGHETLQNFTYDKFIKDMKEEQELLPVEAAEVSSLPEAMMKPSEPAAGRQLPSLPELQVPSHGSFDWSQDPFINQLRSPWLEQWSPLYAQMLNF
>DhNAC11
MSLPPGFRFHPTDIELVEYFLKRKVDGLKIELEVIPVIDLYKFDPWELPEKSFLPKRDMEWFFFCPRNQKYPNGSRTNRATSSGYWKATGKDRKIICESSIKGLRKTLFFYRGRAPGGERTDWVMHEYRLYDDLPQGNISFLGAFALCRVVKRSDHLHQLGEAKAKMALDSSTSEICKTKCSSKVVNLLDLGNDPFPEAFSNGNSFEIAQHIADACQTKYQSPLVLSDASKIISLEEDMSEKIFPTLFPTYSTETCQINGMSPVASCSSFTDEASICPSPMHCMNFYFNEENMSVPGFEAWNPMIYAPLCRQASANEPNLCSQEDSFKYMV
>DhNAC12
FLEAMEEKNDMDKVDEIMLPGFRFHPTDEELVGFYLRRKIQQRPLSIELIKQLDIYKYDPWDLPKMATTGEKEWYFYCPRDRKYRNSARPNRVTGAGFWKATGTDRPIYSSEGTKCIGLKKSLVFYKGRAAKGMKTDWMMHEFRLPSLSDPSVPKRPLDKNFIPANVSLFTCANYKVRILDIENHPDFFPSTVSETNNFSFIWVSFGSIILSTLWIFKKANTSAQRALSHSWVSSLPEPTDLDKFSLPRAMNLTHFASENTSCTTEVGSAIQFGCNSGLEYHSSAVTYPSMDFTNFKSINLSSCKPSEMPSSFMFSPPETSMPIKPSVDMASMLLNLSPTMLQDMEKSSSPCIDFEQPNQSNGFTVTFPLEANGNLGTDEEDLIAKKTLSSIISGNNQWGNLRTMNFPFNLASASDDWKLNLLWDSAICPSEMSTGYSTNKCYT
>DhNAC13
MAYRAWLTNCRGIAKKVKNATSYSNYQLCDLGAEANRECPNCQHIIDNSDVSLELPGLPAGVKFDPTDVELLEHLAGKIGVGIAKAHIFIDEFIPTLDGEQGICCTHPENLPGKN
>DhNAC14
MEKNGSELDLPGFRFHPTEEELLEFYLRRATAGKKLNFDIIGTLNLYLYDPWDLPALAKMGEREWYFFVPRDRRQANGGRPNRTTERGFWKATGSDRPIRSAANPRRLIGLKKTLVFYRGRAPHGNKTDWVMNEYRLPDVLPFPTSLSVPQPPKEDIVLCKIYRKATSQKELEQRAAMEASRASQGCTVSATSSDQENLQKISFDSNEVIMDMKVEFELPPFEFNKEVAEVSSAETQPPIMPLLESSADIEWSALPPEPSVMRPPPSPASKTPAVRQLPSLPALQVPNHMSYDLVQDSFLSQLRSPWLDQWSPLYASLLNF
>DhNAC15
MGLREVGTTLPPGFRFHPSDEELVGHYLYKKVANKKASQGTMVEVDLHIREPWDLPEMAKLSPNEWYFFSFRDRKYATGSRTNRATKSGYWKATGKDRTIYNPKKHVMIGMRKTLVFYLGRAPNGIKTNWVMHEFRLETPNSQPKEDWVLCRVFHKRKEEREKETTTCYNTISPPDLWNTSSPIVMDQSLPYYEELNGCSMSTITTYQEEDNNLNYIQNASLMQCDFLNDFTYDQMEVGPKNGNIDQYELMWDMGLHHGHDIVNIEEVGFQG
>DhNAC16
MERKEFMQHGLVRLPPGFRFHPTEEELVVQYLRRKAFSFPLPAAIIPEIDLRKLNPWDLPCGSGGEKYFFYLRESKSELKKGRVSYQKARLGYWKSLGKEKPVMASSHGNELVGLKQVMVFYRGKSPHGSKTDWIMNQYSLSNNELLKSSTQSLIASSKEWVVCQIFVKRRSMKLRVRNSRHEENHQIPATSSSSCITEDLSDEESVNGEEAMS
>DhNAC17
MSSQLPPGFRFHPTDQELINCYLTKKVAASLPSDWDIIADIDLYKFNPWELPGKACFGEGEWFFFSPRERKYPNGVRPNRAAGVGYWKATGTDKPVLSADGTHCIGVKKALVFHKGRPPKGTKTEWIMQEYRLLNSKIASSQSQKQKGGSMRLDEWVLCRVRQKGNLPTASVEEAETCSPTESSFTVSAQSEERQELVMNSTSFPDWNENQLLRYPFESHEERDSIGEVLDPAIFIRNSQLGLSYDYFEVEQASSPLIPSAFGSMKRKQSFDLLDELMLQQSKKRLQCSADGLFSPAESVAINQFFPDFFL
>DhNAC18
MEGKRKVMNSHLPPGFRFNPTDQELINCYLSQKVTASLPSDWNIIADIDLYKFNPWDLPGEAFFGEGEWFFFSPRERKYPNGVRPNRAAGVGYWKATGTDKPILSAGSTHCIGVKKALVFYEGRPPKGIKTEWVMHEYRLLNSVVDPSQSQKQKGSMRLDEWVLCRVRQKGNFPAKSGKLTETCSPTESAFTVSVQSEEKQEEEMKTTSLTYWNENHLLGYPFESHEKKESIGEVLDPAFLMRNSPLGDGYEYFDGQQQQGSSQAIPSVFGSMKRKQSFDVLDELMLLQPGKRLQCSVDGLSLPADSVSINQWFPELFL
>DhNAC19
MMEGSGSLNGSLLPPGFRFHPTDQELIIHYLRKKITSSLPPYSSIIAEIDLYKFNPWELPEKAVFGESEWFFFSPRDRKYPNGLRPNRAAACGYWKATGTDKPILAANGNHCLGVKKALVFYRGRPPKGGKTDWIMNEYRLLDHSTTSLQHKHKGTMRLDDWVLCRVRHKGSLLSECDEKPFPPPAAASLFIKSPAQHELKQQYAGKERNNLFELSDCQLMGDLMDSASKAESAGENSELVQGGDFFIGEQQQPEFVSSMLGSIKKSCFLVHSMSS
>DhNAC20
MERKEFMQHGLVRLPPGFRFHPTEEELVVQYLRRKAFSFPLPAAIIPEIDLRKLNPWDLPCGSGGEKYFFYLRESKSELKKGRVSYQKARLGYWKSLGKEKPVMASSHGNELVGLKQVMVFYRGKSPHGSKTDWIMNQYSLSNNELLKSSTQSLIASSKEWVVCQIFVKRRSMKLRVRNSRHEENHQIPATSSSSCITEDLSDEESVNGEEAMS
>DhNAC21
MSPMSLPPGFRFHPTDDELVGYYLKRKVDGQKIELEVIPVVDLYKFDPWDLPEKSFLPKRDMEWFFFCPRDRKYPNGSRTNRATNSGYWKATGKDRTITCENSIKGMRKTLVFYRGRAPGGERTDWGGYALCRVVKRNEHLHQGEAKFKRVPPSVARETSKRKHNSKVPSSSLEGSSSQVVSLLDVSNGPFHSNFFKETEFELASAMVDASHQSPLVLSDVSTSLHQRCIVIDMLLLYLYGFQGFTIEEDISEQFFPVQFPFSTESCLTNGISPVSSFSNLTDEAFSVEQIDRNCLSSICPSPLHSMNIYYNEESLPLQSLDWVADNSFLTRSNGS
>DhNAC22
TTNFSTKYSVSSFIFSCGMSTEMAKLSENEWYFFSFRDRKYATGLRTNRATKTGYWKATGKDRIIYHSKTHRVVGMRKTLVFYQGRAPNGMKTNWVMHEFRLENLHAPPKEDWVLCRVFHKRKGEPIRIGNGSIAEQENILSSGSQLEISTDDQMEQLANAPDGIHGDMGSSIPLVPYQEGNSSNTYLNFAVLQYNFFDFPQEMMMGNSDVIGMESRHASGDEFGFLLDMGLDDFVHENGEGGGAKLMSNVEAGLRCHDGKDELVSF
>DhNAC23
MTNPATQMPPGFRFHPTDEELILHYLRNRALASPLPVSIIAEVDIYKFDPWDLPAKAVFGEREWYFFSPRDRKYPNGVRPNRAAASGYWKATGTDKPIISRNENIGVKKALVFYTGRPPKGLKTDWIMHEYRLADSQNNKSYKPIRLGDHSMRLDDWVLCRIYKKRNHLSPSMVDQEQEDLYAEDSCFQTTQSQLGHQHHGIKLPKTPFTSDFLEDYSSLLSNNFNNQQELPKFDNNSLIGRPISNQSLINQSTESSGNGYLHPQFLQAESPISFAVKRQSDNDLEESSGTLQPLKKQNFPNFSSQFDGSQYSLLNQPFFSRQ
>DhNAC24
MLIQNKRKFLFIYVSNIYMNIIHWISETACVRGKEWYFFSLKDKKYSTGQRTNRATASGYWKATGKDRQILRKGELVGLRKTLVFYHGRAPKGKKTQWVMHEFRMVSPRASDSPNFSFKEDWVLCRVFYKRRPLCPRISSETCEEDNGSSSLPPLTDSHITSCNLVPLNNLEGLEQVPCFSSFSTSQESPGLLSSSSFNSTVSCDAKDFKALLSQLSKIEENQQINESCFSESEIRTLWNPFASF
>DhNAC25
MASSSSATTSSSGVPPGFRFHPTDEELLLYYLKKKVSFEKFDLEVIREVDLNKTEPWDLQERCRIGATPQSEWYFFSHKDRKYPTGSRTNRATSAGFWKATGRDKCIRTSYNKIGMRKTLVFYRGRAPHGLKTDWIMHEYRLEDSDDPQADGTEDGWVVCRVFKKKSFMKIAGDSHTSKGIDGVMNPTAGPTSLDRSRALAAQYLNQQQSLHLHHQAYSAFYKPEIAFHYPQLTPAATNNYPHVQVHDLLSNHRPVTGYHDFSVLPNDCEPMQEVGEGRDHHAANEWALMDNLEERFTGAGAVSAVAAVQQMNEIAQQRGAEMDLWGYGK
>DhNAC26
MGRRIADAEAELNLPPGFRFHPTDEELLVHYLCRRASHQLLPVPIIAELDLYKYNPWDLPDKALFGTREWYFFTPRDRKYPNGSRPNRAAGRGYWKATGADKPVTPAGYSRPIGIKKALVFYDGKPPKGTKTDWIMHEYRLADANRSARRNGSLRLDDWVLCRLYNKKKGWERIPKEETDLTEDSFRTPESDIELPDLDDLGHEAVDMNCSSGAAQVPPAAPAIKEEYDWYSDLNLEDLQNSFGPF
>DhNAC27
MTGPSWLVDSKRIAKKIKNASDRADPRSIKWISNPTKACPRCNCVIDNSDVVHEWPGLPHGVKFDPSDQELLQHLMAKVRKAGAEPHPFINEFIPTVEKDEGICYTHPQKLPGVKQDGSASHFFHRTFKAYNTGTRKRRKINTDDLGDVRWHKTGKTKPVLLDGEHLGCKKIMVLYVSATKGGKAEKTNWVMHQYHLGIGEDEKDGEFVVSKILFQQQLKPCERSIVDPIIKTTEEVAAATVIMACTGSATPEYHDECQHMIQTSEETSDQVLNSECSFLPPSLMPWTSPQSCSGNWLT
>DhNAC28
MIGEASSSRTAAAVPLPLPPPSSPDPTQLAPGFRFHPTDEELVSYYLKRKVTGRPIRVDAISEVDVYGAEPWELPPLSRLRSRDLEWYFFTSLGRKYSNRCRTNRATVEGYWKTTGKDRPIQSRSRTIGMKKTLVYHAGRAPRGQRTNWVMHEYRLEDENLTSSGIQQDGYVVCRIFQKTGAGPQNGAQYGAPFIEEEWELEEEEDANVVLVNEARDDALMDPGVRDFVQLGDFLLDEESSIQLVDVVPHVAMSDDEDNGCHTEDPSNFLIECLKEQGYDGDLPPDADFPTMEERKTSLNRLGKQKALEYQSNSSSIQNNAYVQLKDIFGEENASAILNIEPTDCFMERCNNKSSVDEVGHSEILPQDADNLDNMPSQHPSGPLADGNLVYYDAVFHEVPCLEDGLTNETSLAPKVEFDFLDELMAYYDATEDNLNYPIPDSFEPRLESSASSKVVASCSSGKDVPVRQNLEAYESLQRPPINDDSLSGWNGNLIADGELKDCQDKTLTKRLATLLNAISAPPALADEAAAISKIVGKTSSASTNATDTVHVTAGMIQIQSLISSVGGTESWKLQKHSEMGILLSYGISKSLSNERRMKVHSGFISSVCWAGFQILLLGSFVLLLSYKLGVCDCNL
>DhNAC29
MSLNEWYFFSFRDRKYATGLRTNRATRSGYWKATGKDRMVYNPRTLSMVGMRKTLVFYHGRAPSGLKTNWVMHEFRLETPHSPPKEDWVLCRVFHKRKGEAEKETMSNGYNTNSPTFQYSSSLIATEQQPLGSEELNWCSLSTSTCTEYDHNSSFIQNLMECNTSNIDEQCGPLWDVGLDGSHGIVSFEELGFSIERKDNDIYF
>DhNAC30
MNTMGGEFGWEIFAEEVGGEHGLPPGFRFHPTDEELVTFYLASKVFNGSLCGVDIVEVDLNRCEPWELPVNELKENATLNAEAAKMGEREWYFFSLRDRKYPTGLRTNRATGAGYWKATGKDREVVAAATGALVGMKKTLVFYKGRAPRGEKTRWVLHEYRLHGDFSFRHACKEEWVICRIFHKGGGDHKKSAYLPNCTYLLDPSSSSLNSCFSPLLEYPQTLENPIQSLLQNRHLPHFPQTLENPSVLFPFPLSQPFPTTGHLHSLFKSPLPAKEQINSAPGQEESFSNWLESCLQNPSFSSYDMSHNHLGLPPIQVGGAPALHDTPFLGPSSALQSGPLVP
>DhNAC31
LIKLVCLFSWENNLSEEVMEEKHDMDEEEEIMLPGFRFHPTDEELVEFYLRRKIQQKPLSIELIRQLNIYKYDPWDLPKLAATGENQWYFYCPRDRKYRNSSRPNRVTRVGFWKATGTDRPIYSSEGIKCIGLKKSLVFYKGRAAKGIKTDWMMHEFRLPSPNVPRPFDKNILTNDSWAICRIFKKNINVVANRAASQSWASPLTDSADSEFSLLNAMNSSHFASENIRCTVNSMEKHRSAESHSPLDVYGFRSFNLINNKAEMPTSSVFSSLGTLIPSCCSIDFGQQQPYNGYADNYPLEMRGNLGTEEEDMMVKKSLNNILLGNNQWGNVRNTGVPFNLPPNISDEQKLNLPWGLNLL
>DhNAC32
MDSLESCVPPGFRFHPTDEELVGYYLKKKVDSQKIDLDVIRDVDLYRIEPWDLQVERCRIGYEEQTEWYFFSHKDKKYPTGTRTNRATMAGFWKATGRDKAVHDKKKLIGMRKTLVYYKGRAPNGQKSDWIMHEYRLETEENAQPQEEGWVVCRAFKKRTNSQTRSSLDNWDSNYNIFPDHNSRLITTFMDQYPSISPHLNAKGLYLKQETELEGGLTRLLQYPNNFIQLPHLESSYNSFPLIKTSSSSSSLSINVHSVRENEEERAGNYAVERVTDWRELDKFVASQLSQEDGLVGDFKAEEMNGSEMALLLLENGREEEGKTKENSVDDIGFCVFE
>DhNAC33
MQNQNNRKEGGEMEGAEAEEEKLPPGFRFHPTDEELITYYLTHKITKANFTARAIAEVDLNKCEPWDLPGKAKMGEKEWYFFSLRDRKYPTGMRTNRATNSGYWKTTGKDKEIYDSRSSELAGMKKTLVFYKGRAPRGEKTNWVMHEYRLQPKSSFKGNLMVDEWVVCRVILKSNSSSKKCSSTSQSHRLISPCSLNIIGPPILPTFFGSHNLAELLRYPTGRPPSSLNFQTINTQFDHSTASFPQPPSSLGRLNLNLGGQQLLRAMNTPLNTTEGVLLPQPFMGNIAECESGYGSGNNIVGAASRIQNLEESCMDLDGYWPTY
>DhNAC34
MDESLFLPPGFRFHPTDEEIITHYLFQKIADRNFKSIAIGEASFNESEPWDLPGKAKMGEKEWYFFCQKDRKYPTGMRTNRATATGYWKATGKDKKIFKGKGVHVGMKKTLVFYRGRALRGQKTNWVMHEYRLEGTHHQYCNLSSYTDEWVVCKVYHKKNSEISTTVESEERMNPSSFVDDDLSVETNYFPPLTNSLYLKNSSSKFMEDTNEPGNEMDTSMLFELMRPESMVMSKFLQDTGICSERNIEKNIGSFQSHDHDPCTAVQAVDFDGLWDYGLF
>DhNAC35
TTNFSTKYSVSSFIFSCGMSTEMAKLSENEWYFFSFRDRKYATGLRTNRATKTGYWKATGKDRIIYHSKTHRVVGMRKTLVFYQGRAPNGMKTNWVMHEFRLENLHAPPKEDWVLCRVFHKRKGEPIRIGNGSIAEQENILSSGSQLEISTDDQMEQLANAPDGIHGDMGSSIPLVPYQEGNSSNTYLNFAVLQYNFFDFPQEMMMGNSDVIGMESRHASGDEFGFLLDMGLDDFVHENGEGGGAKLMSNVEAGLRCHDGKDEVVSF
>DhNAC36
MDGASVSPNLCYSDLEYVFSILLDLFDSSWMAFVATRIIASVSVAWGYFEDDDDCFRFTVKEELWKMNNASGKVPPGFRFHPTDEELVNYYLRKKVSSKKTDQDVIKDVELYKIEPWDLQGREDEHEWYFFSHRDKKYLTGSRTNRATKTGFWKATGRDKPIYLKQKLVGMRKTLVFYKGRAPNGQKSDWILHEYRLESDECEDLQEDGWVVCRVFKKRPAVTIKEENELEEPSFWYNETLTLLPSLKSQYPLHHRHHLQCSYKEQILQNFLPYMLPYHLHLPPLELQANEDQSIVQTKDWRVLEKFVASQLSQDGLSKRPN
>DhNAC37
MRRSHIVSSSSSANLIDAKLEEHQMRGSKQCPNCGHQIENKPDWFGLPAGVKFDPTDQELIEHLEGKVSIEGLISSHPLIDEFIPTIEGEDGICYTHPEKLPGVTRDGLSKHFFHRPSKAYTTGTRKRRKIQPETDIRRGETRWHKTGKTRAVMANGKQKGCKKILVLYTNFGKHRKPEKTNWVMHQYHLGEMEEEKEGELVVSKIFYQTQPRQCGAVGGGEGIGIGNCSSSKLVVDAGTAAVYSGIEQLQLQQMRQNDDLSFGTFRKSFDEVGLGEKAAGHSSEGSISRPTNSISGLISPATMQQTSIVFEDPYHVSRLLFQADKFQETSIAHPQETEWLKYSYWLPDSHDHHG
>DhNAC38
MAIAAAMRNDEGKDVDGHEHDLVMPGFRFHPTEEELIEFYLRRKVEGKRFNVELITFLDLYRYDPWELPALAAIGEKEWFFYVPRDRKYRNGDRPNRVTTSGYWKATGADRMIRNESFRSIGLKKTLVFYTGKAPKGIRTSWIMNEYRLPQSETDRFKKVRLSFTLDFRSHRDHRYDRKVLYS
>DhNAC39
MAIAAAMRNDEGKDVDGHEHDLVMPGFRFHPTEEELIEFYLRRKVEGKRFNVELITFLDLYRYDPWELPALAAIGEKEWFFYVPRDRKYRNGDRPNRVTTSGYWKATGADRMIRNESFRSIGLKKTLVFYTGKAPKGIRTSWIMNEYRLPQSETDRFKKAEISLCRVYKRAGVDENRRLPPCKTSSVKHSTQQPSSSFTILEEDDIQKFDKGHVFVSNNVKPHELYPITSSLLAEDHPSLLHSNNAENSSKSSNSIVSCHPMAMGNEEVDELQRLVGYNNHSFMPQTNEIQNLQSSQYQLLHPSLNTVHVSLSTISEKLWEWNAQTAPAAAKNHYINNIK
>DhNAC40
MSNGSPSLPPGFRFHPTDEELILHYLRKRLGPSPCPSSIIADVDIYKFNPWDLPEKATFGDREWYFFSPRDRKYPNGIRPNRAAASGYWKATGTDKPITMSKGNESIGVKKALVFYMGKPPKGVKTNWIMHEYKLVESLNKSKRRPAKHKEDSMKLDDWVLCRIYQKTNYHSSVDQEQENSAGEKASLQKSMINSKIHKSFSLSELLIEETDFSLLSRLLDTPSSTPVLGQAPFSNANFSQHSTENISNTSSSYLTSQAIESESLCFGF
>DhNAC41
MGRARDAEAELNLPPGFRFHPTDEELVVHYLCRKAAYQRLPVPIIAEVDLYKFNPWELPEKALFGQKEWYFFTPRDRKYPNGSRPNRAAGQGYWKATGADKPVLPKGVSRPLGIKKALVFYSGKAPRGAKTDWIMHEYRLAETNRSANKKGSLRLDDWVLCRLYNKKNAWEKKMQQNIKESPSFEETMDSMEAAEDTGSESFRTPESDVDDSLPEFNDLGMPGLRTSRGNALSFKGMEQRPKEEDNDWFLDLNLDELDALGTESATMTLGTFDSSLNQDFFYQALCSPQLKPSLTNLPPF
>DhNAC42
CAVLFSLEERVEEKMNTGNGQLAVPPGFRFHPTEEELLYYYLRKKVAYEAIDLEVIRDVDLNKLEPWDLNDKCRIGSGPQNEWYFFSHKDKKYPTGTRTNRATTAGFWKATGRDKAIHLSNSKRIGMRKTLVFYTGRAPHGLKTDWIMHEYRLDDDTSDVQEDSWVVCRVFKKKNLYKCNNIPSDQILPQETNLNLFKAPPCPNSFPQPQTHPSFDHFSFLSNNHNNNNTMHLPQLLSSDQSSAAMAAASSFISSIDLECSHNLMKLTGDWSILDKLLASGHQNQLDQFFQVKCNANSSTPQQLMDMSSPAQRFFPLQYLGCETDLLKFSKEG
>DhNAC43
MEEGLPPGFRFHPSDEELINYYLTHKISNFGFVTKAIVDVDLNKCEPWDLPGKYGEKEWYFFSLKDRKYPTGMRTNRATHAGYWKTTGKDKEIFHYGSLVGMKKTLVFYKGRAPKGEKTSWVMHEYRQQTKFPYKPSKEEWVVCRVFKKSNNFNMKKHHPNSPSMPMLLHSPGNTTSLSELGEIDASILNNLSNSSGPFNPLLVQANDDSSNANGNACNNNDGNKIDLNLYMNWLYGRSENAGQTFLPWTSSLLSSNSMANPAMLKALQLSNYQLPMEAVNTGCSMNSFVGQGDPIFFATHESKHGDPMQQQQVDQSMWKGY
>DhNAC44
KERERTKEKGGKRGGRDMAPVGLPPGFRFHPTDEELVNYYLKRKIHGLKIELDIIPEVDLYKCEPWELADKSFLPSRDPEWYFFGPRDRKYPNGFRTNRATRAGYWKSTGKDRRVSSQNRAIGMKKTLVYYRGRAPQGIRTDWVMHEYRLDDKECEDTMGIQDSYALCRVFKKNVVCTEVEEQGQCSLSVAESPQAINNDYEITSPDVPLLGSSSCIEEEDKDDSWMQFITDDAWCSNNEGGDEPSPYVTFAN
>DhNAC45
MERKGSEMELPGFRFHPTEEEILDFYLRRAAAGKKLNVDIITTVNLYLYDPWDLPAMAKMGEREWYFFVPRDRRQGNGGRPNRTTERGFWKATGSDRHIRSSVDPRRLIGLKKTLVYYRGRAPRGTKTDWIMNEYRLPDSSNSFGSAPTPKEDIVICKVYRKATPLRELEQRAAMEEESRVSIADTSSTSSGHETLQNFTYDKFIKDMKEEQELLPVEAAEVSSLPEGMMKPSEPAAGRQLPSLPELQVPSHGSFDWSQDPFINQLRSPWLEQWSPLYAQMLNF
>DhNAC46
MAYRAWLTNCRGIAKKVKNATSYSNYQLCDLGAEANRECPNCQHIIDNSDVSLELPGLPAGVKFDPTDVELLEHLAGKIGVGIAKAHIFIDEFIPTLDGEQGICCTHPENLPGKN
>DhNAC47
MTWCSGCNDDDDHDRPAHGDKSSSTPMIAKICSSCGHRVHLDDQVGSAIQDLPGLPAGVKFDPTDQELLEHLEGKARPDLQKLHPLIDEFIPTIDGENGICYTHPEKLPGVTRDGLIRHFFHRPSKAYTTGTRKRRKVHTDDHGGETRWHKTGKTRPVFINGKVKGYKKILVLYTNYGKQRKPEKTNWVMHQYHLGSNEEEKDGELVVSKVFYQTQPRQCGSTIMTTKDSTTKMKSKGVNGDQDSTILKEASIVDYYSSSLISYNQGGNHRASSPHLIPNFSVHGGGSSFLH
>DhNAC48
MEEQMIGFEERSNKISRKEVVEVVEEEEVVLPGFRFHPTDEELVGFYLRRKVDKKKPLSIDIIKQIDIYKYDPWDLPKLSNIGEKEWYFFCMRGRKYRNSIRPNRVTGSGFWKATGIDRPIYSCSNPDECIGLKKSLVYYRGSAGKGSKTDWMMHEFRLPSSNKTSNKSPPSINEAESWTICRIFKRNISFKKYTQQMKWKEAGGIGMQNSADSSSKTSSLDSETGEEHTYLHGGCNQSYLNRYMEENCQLYAAGQWNSEVQTNSISLQTNFVNLNQNEIFREGNWDEIGRMVDYMTEPVITYDSIYF
>DhNAC49
MSISVNGHSTVPPGFRFHPTEEELLAYYLRKKIASENIDLDVIRDVDLNKLEPWDIQEKCRIGSTPQNDWYFFSHNDKKYPTGTRTNRATAAGFWKATGRDKVICSSFKRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDQLYDSHSQSYYGPNMVAENQLAQEEGWVICRVFKKKSLQKLSVDQATCSHLTNDCKPHSSSDSSLDQIFHYMTAKCDGDDQAGGQHAGHLRPFDALLSRATTLMHERFTKLPALDSPATPAMAGGEVHPVQGTGTDVELSVYNSRETGFGDWAVIDRLVAYDLDAYPFFPSTSRFLGHGRSGGGGGVEDDGDLWSLTRSRTFSGSGHVSYVSPDK
>DhNAC50
MSTSAVHLPPGFRFHPTDEELILHYLRNRASSSPCPASIIAEVDIYKFDPWELPEKASFGDREWYFFSPRDRKYPNGIRPNRAAASGYWKATGTDKPISSGSENIGVKKALVFYKGRPPKGLKTNWIMHEYRLADANKINSYKPIRIRDHSMRLDDWVLCRIYKKSNHLSPTMADQEQEDPCGEETCFPAMENQMMPQNHGMKLQKASSISEFLKDYSPLLNLLDNQPELPMFDTNSIIGYPLLSQTIINQSREGNGTGYFLPQLSQADSPVSIGAKRQKMADCNSEESSGILQFLKKQNDLNMFPNFSSQFDVSQYGLLSQPLLRNSNIGSL
>DhNAC51
MGRSRDAEAELNLPPGFRFHPTDEELVVHYLCRRTAQQRLPVPIIAEVDLYKYNPWDLPDKAMFGTKEWYFFTPRDRKYPNGSRPNRAAGRGYWKATGADKPVAPARSGRAVGIKKALVFYDGKAPKGVKTDWIMHEYRLANVNRSAKSNGSLRLDDWVLCRLYNKKNNWEKMATSSMEENEDAKSESLRTPESGIEMPDLDEFGDAGFGLEMQVEASPAIKEDYDWYSDLNLGDLQSNLGDFQVPVVDFSNQDYFFFNFDSPKNRAVSSLTSF
>DhNAC52
MKEMICDEVEEEGEIEVEEEEVVLPGFRFHPTDEELVGFYLRRKAERRPISMEIIKERDIYKYDPWELTSEYIRYGAGILGEKEWYFFSLRERKYRNSIRPNRVTGSGFWKATGIDRPIYSSDNSGHLIGLKKSLVYYQGSAGKGTKTDWMMHEYRLPSNPNCIQAAEIWTICRIIKRNGSLKKYKQQLSWKEANESLDSSSKSNSFESNSGEEKKNLGGCYVQLDGSYGGSRMEENNLNEIFEEGNWGEIDRMVDYMVEAATQYDFVYY
>DhNAC53
MESTDSSSASHQQPQLPPGFRFHPTDEELVVHYLKKKAISAPLPVTIIAEIDLYKFDPWELPEKANFGEQEWYFFSPRDRKYPNGARPNRAATSGYWKATGTDKPILSCGGTQKVGVKKALVFYGGKPPKGVKTNWIMHEYRLAESSAASTRLPVATGDYSFAAKKASLRLDDWVLCRIYKKSNSHQRSAEREKLENGCIHGLLGPPAHDRTPQLQLHQPRTNSSTANYTALLDSADETFFDGLLASEDCQIPACCRANSAISPATKHLTFSTMENITPSAKRFQSSSSSGGGGGGNGSAASNLNLLNLQIPQQLEEAGVVSLFRQPYSLSEINWSS
>DhNAC54
MESTDSSSASHQQPHLPPGFRFHPTDEELVVLYLKKKSISGPLPVTIIAEIDLYKFDPWELPEKANFGEQEWYFFSPRERKYPNGARPNRAATSGYWKATGTDKPILSCGGTQKVGVKKALVFFGGKPPKGVKTNWIMHEYRLAESSAASARLPGDYSAAAKKGSFRLDDWVLCRIYKKSNSNQMSAEREKLENGCIHGLLGPPAHDRTPQLQLHQPRTLNSSTAYKI
>DhNAC55
MGAAAADCSAPVGRRISSACDDDEEYQDVGRQLGESKRWPPGVRFHPTDEELVLFYLKRKICRQRIKPAMVGEADVYKCEPWELPEKSLLRKGDKQWFFFSPRDRKYPNGSRSNRATKHGYWKATGKDRGISHHSKTAGNKKTLVYYRGRAPKGVRTDWVMHEYTLDENFLDSYALYKLFMKSGPGPKNGEQYGAPFREEEWDDVAVDESFMDQNDGDGMSAAILTSNSIPVTFSEGCDTSPVCDLEDLLFHLSQEQEIVQGYLDFSAYTSDLSKLQVDLEPENGSHVMNPSYVDADDSFLGIDTGVENSSMEMRFQNLQPELAHSQPIGLPNMISNQHIVTTDEEFLEIKDLNDPMTSFYLDDITDRNLTFDTDEFFDIFDQFDVNMLLTESLGVPMDPKTPHHHFDSFSEDPQNNALHISSQLWAHEENYNLTTFANTNEVVALTPPAAGFPIASNLPSTSEIHFVEQIGPAESPSPSWFNSALSDFLHSVPSSPAFASENALISRAFERVSSFRAAQVNPQQRASASGGHRNNDRGYLFISGLVGIVAVFSVLIVGAAFKVFKGLWGRFISS
>DhNAC56
LTDYFVLHLLLQLKISVKMEALKALPPGFGFHPTDVELIFHYLRRKNQGQKADFEVIPELDIYKREPWDLPACCPIPTRDSMWHFFASRDRKYPNGSRTNRATEAGYWKSTGKDRNIRFLNQVIGTKKTLVFHEGRPPSGKRTDWIMHEYFMDEKESKTSSVIKNTYVLCRVTKRNGFAVEGSNVSAQTEEANAYQNTAKALYLSLHESMAQQKSSQSESTENLNAWFEELLFDGSIDFNITSSIESKSAPQVSQNVHCALIPKDEPLDLGFWPEEIIDVLHDDISAMPEINELLAVDHKATSSLINSNKYETDGFEKAIPAIGTFQHNVKLQVQSSKMESWNSASVCQTIKPAQVDCGIKNNRPRKPINLKLENKREAIQDAIKGLLAVVRSFFSCV
>DhNAC57
MSPMSLPPGFRFHPTDDELVGYYLKRKVDGQKIELEVIPVVDLYKFDPWDLPEKSFLPKRDMEWFFFCPRDRKYPNGSRTNRATNSGYWKATGKDRTITCENSIKGMRKTLVFYRGRAPGGERTDWGGYALCRVVKRNEHLHQGEAKFKRVLPSVASKTNKRKHNSKVPSSSLEGSSSQVVSLLDVSNGPFHSNFFKETEFELALAMVDASHQSPLVLSDVSTSLQQRCIVIDMLLLYLYGFQGFTIEEDISEQFFPVQFPFSTESCLTNGISPVSSFSNLTDEAFSVEQIDRNCLSSICPSPLHSMNIYYNEESLPLQSLDWVADNSFLTRSNGS
>DhNAC58
MDALKAVSLPPGFGFHPTDVELISHYLKRKNLGLKVDLEVIPELDIYKREPWDLPACCQIPTRDSKWHFFTSRDRKYPNGTRANRATEAGYWKSTGKDRNIRFHNQVIGTKKTLVFHEGRPPYGKRTDWIMHEYYMDEKECKKTPGMLDTYVLCRVTKRDGFVVEGENVSARSEDIDGKKFVKYLDSSQHEGVQQDKSTPSESTEDLDSWLNELIDPNFDGSVDFYCLTELPSSVEPATELQASQTRVSNLIPKDEPLDFGFLPEDILGILKDDLIVMPEITELLAVDHSPTISLNQQRNFDAEDFKKEMPNLSQNSNFIQIRERHERPVADTFPHRVRLVRTNKMESRNSSAVRQTIKCAQVDHCISANSKLKHPTKLEVKDETSRKESKQNYNRIKAGIDCYFLRACMIGAAGLIIYFLFRDAVHISGNFPVLEL
>DhNAC59
MSSFQLPGFRFYPTEEELLSFYLHNKLNNLRSDMERVIPVADVFSHEPWQLPELSGKPCVQDKEQWFFFCPQQEREASGGRPSRTTTTGYWKATGSPIPIYSSTKRRLGMKKTMVFYNGRAPTGEKTKWKMNEYRLFEDQATTSTSAVAAAASAASVSGETLKLRAEFSLCRLYTGSGSLRSFDRRPPAADDPASTSELRLP
>DhNAC60
FLFDSPSPPFPSPRFCFLVFYKGSRSPYQMENFNSHFHSKEAQLPPGFRFHPTDEELITHYLLKKVLDCNFSSRAIAEIDLNKCEPWELPAKSKMGEKEWYFFSLRDRKYPTGLRTNRATEAGYWKATGKDREIYSSRNGFLVGMKKTLVFYRGRAPKGEKSNWVMHEYRLEGKFAYHFVAGSCKDEWVISRVFHKIAGVKKSRSGIAGTCSSVTAGGSACDSEVSFNSIERDHVPCFSTYATSTLAGSHFPTALQFPCAAPAFSNLQLPFFLSAFAPPTSAQRSDDVNVGGSWPFELDRKVGNTELDCMMNF
>DhNAC61
KINFSESSKVRMDTAAHVPPGFRFHPTEEELVNYYLRKKIASRRIDLNVIKDVDLYKIEPSDLQDEEQHDWYFFSHKDKKYPTGTRTNRATTTGFWKATGRDKPIYSKHKLIGMRKTLVFYKGRAPNGQKSDWIMHEYRLESDENGTQQDEGWVVCRAFKKRALSIRNGNEFDHDESPCWYNENMSLMQSTLSQWNMDYNHLPYSFKEQMFQSFHPYDPHLHLPQLHSPKFHVNVALPLQKQVNHDCQIERVSFHNSTTKNGQTMDDQVIDWRILDKFVASQLSQEGISKDLNDTNAQDNIPIPGKEEGDHSSVMHNA
>DhNAC62
MSSQLPPGFRFHPTDQELINCYLTKKVAASLPSDWDIIADIDLYKFNPWELPGKACFGEGEWFFFSPRERKYPNGVRPNRAAGVGYWKATGTDKPVLSADGTHCIGVKKALVFHKGRPPKGTKTEWIMQEYRLLNSKIASSQSQKQKGGSMRLDEWVLCRVRQKGNLPTASVEEAETCSPTESSFTVSAQSEERQELVMNSTSFPDWNENQLLRYPFESHEERESIGEVLDPAIFIRNSQLGLSYDYFEVEQASSPLIPSAFGSMKRKQSFDLLDELMLQQSKKRLQCSADGLFSPAESVAINQFFPDFFL
>DhNAC63
MMEGSGSLNGSLLPPGFRFHPTDQELIIHYLRKKITSSLPPYSSIIAEIDLYKFNPWELPEKAVFGEGEWFFFSPRDRKYPNGLRPNRAAACGYWKATGTDKPILAANGNHCLGVKKALVFYRGRPPKGGKTDWIMNEYRLLDHSTTSMQHKHKGTMRLDDWVLCRVRHKGSLLSECDEKPFPPPAAASLFIKSPAQHELKQQYAGKERNNLFELSDCQLMGDLMDSASKAESAGENSELVQGGDFFIGEQQQPEFVSSMLGSIKKSCFLVHSMSS
>DhNAC64
MEGKRKVMNSHLPPGFRFNPTDQELINCYLSQKVTASLPSDWNIIADIDLYKFNPWDLPGEAFFGEGEWFFFSPRERKYPNGVRPNRAAGVGYWKATGTDKPILSAGSTHCIGVKKALVFYEGRPPKGIKTEWVMHEYRLLNSVVDPSQSQKQKGSMRLDEWVLCRVRQKGNFPAKSGKLTETCSPTESAFTVSVQSEEKQEEEMKTTSLTYWNENHLLGYPFESHEKKESIGEVLDPAFLMRNSPLGDGYEYFDGQQQQGSSPAIPSVFGSMKRKQSFDVLDELMLLQPGKRLQCSVDGLSLPADSVSINQWFPELFL
>DhNAC65
MMEGSGSLNGSLLPPGFRFHPTDQELIIHYLRKKITSSLPPYSSIIAEIDLYKFNPWELPQKAVFGEGEWFFFSPRDRKYPNGLRPNRAAGCGYWKATGTDKPILAANGNHCLGVKKALVFYEGRPPKGSKTDWIMHEYRLLDQSNTSMQQRHKGTMRLDDWVLCRVRHKGSLLPENDEKPSPSPSPPPPVTSVFIKSPAQHELRQQSAGKESNNLFELSDYQLMGYLMGCASQAESAGENSELAHCSSFFIGDHEQPELFSSMLGSIKRKLSFGALDELMMLPPGKKMHHFASGDQLSPTEESYSDDQGCLEFLI
>DhNAC66
MSTSAVHLPPGFRFHPTDEELILHYLRNRASSSPCPASIIAEVDIYKFDPWELPEKASFGDREWYFFSPRDRKYPNGIRPNRAAASGYWKATGTDKPISSGSENIGVKKALVFYKGRPPKGLKTNWIMHEYRLADANKSNSYKPIRIRDHSMRLDDWVLCRIYKKSNHLSPTMADQEQEDPCGEETCFPAMENQMMPQNHGMKLQKASSISEFLKDYSPLLNLLDNQPELPMFDTNSIIGYPLLSQTIINQSREGNGTGYFLPQLSQADSPVSIGAKRQKMADCNSEESSGILQFLKKQNDLNMFPNFSNQFDVSQYGLLSQPLLRNSNIGSL
>DhNAC67
MGRSRDAEAELNLPPGFRFHPTDEELVVHYLCRRTAQQRLPVPIIAEVDLYKYNPWDLPDKAMFGTKEWYFFTPRDRKYPNGSRPNRAAGRGYWKATGADKPVAPARSGRAVGIKKALVFYDGKAPKGVKTDWIMHEYRLANVNRSAKSNGSLRLDDWVLCRLYNKKNNWEKMATSSMEENEDAKSESLRTPESGIEMPDLDEFGDAGFGLEMQVEAAPAIKEDYDWYSDLNLGDLQSNLGDFQVPVVDFSNQDYFFYNFDSPKNRAVSSLTSF
>DhNAC68
MGYELPPGFRFHPTDEELIVYYLRKQAMSQPCPAPIIPQLNIYKFDPWELPGKSELSEGEWYFFTPRDRKYPNGLRPNRATASGYWKATGTDKAIYSRSRSVGVKKALVFYQGRPPKGCKTDWIMHEYRLHNDTHSPFKANKSMILDEWVLCRIYQKRQTRRNTEDVACGIETPAQEESAMENEDYEKEPMFPRSCSLVHLLEADYSQLFGDSALGSIDDLFESCSGDDGDTPTEDSATIRIAGNHNVLFGNQIFVDPIFQH
>DhNAC69
MEQGNSAVSHGIVFTNTEDEYQMELPPGFRFHPTDEELITHYLSKKVIDSNFDPQAIGVADLNKCEPWDLPRRAKLGEKEWYFFCIRDRKYPTGLRTNRATDTGYWKATGKDKEIYRGKQIVGMKKTLVFYRGRAPRGEKSNWVMHEFRLEGKYSAYSLPGASKSEWVICRVMKKSLIVNGKKVFGATGKIGPFSYGEEMEVELPNPTPTPPPLMDIPAHVTCFSNAMEGQKIQDSELFRFFNPAFPASPAINTSAEFSSFLFSKFAPNSDSFSGHGFMNLLEEDLIAKQGCKLEKEMLSISQETGLTSDINPEISSGNEIGRSNYEECIWNYLK
>DhNAC70
MGYELPPGFRFHPTDEELIVYYLRKQAMSQPCPAPIIPQLNIYKFDPWELPGKSELSEGEWYFFTPRDRKYPNGLRPNRATASGYWKATGTDKAIYSRSRSVGVKKALVFYQGRPPKGCKTDWIMHEYRLHNDTHSPFKANKSMILDEWVLCRIYQKRQTRRNTEDVACGIETPAQEESAMENEDYEKEPMFPRSCSLVHLLEADYSQLLGTRLWAPLTTSLKAAAGMMETLLLKIQQP
>DhNAC71
CAVLFSLEERVEEKMNTGNGQLAVPPGFRFHPTEEELLYYYLRKKVAYEAIDLDVIRDVDLNKLEPWDLNDKCRIGSGPQNEWYFFSHKDKKYPTGTRTNRATTAGFWKATGRDKAIHLSNSKRIGMRKTLVFYTGRAPHGLKTDWIMHEYRLDDDTSDVQEDSWVVCRVFKKKNLYKCNNIPSDQILPQETNLNLFKAPPCPNSFPQPQTHPSFDHFSFLSNNHNNNNTMHLPQLLSSDQSSAAMAAASSFISPIDLECSHNLMKLTGDWSILDKLLASGHQNQLDQFFQVKCNTNSSTPQQLMDMSSSAQRFFPLQYLGCETDLLKFSKEG
>DhNAC72
FRGMEEKNDMDKVDEVMLPGFRFHPTDEELVGFYLRRKIQQKPLSIELIKQLDIYKYDPWDLPKMATTGEKEWYFYCPRDRKYRNSARPNRVTSAGFWKATGTDRPIYSSEGVKCIGLKKSLVFYKGRAAKGIKTDWMMHEFRLPSLNDHSISKRSMDKNFIPANEAWAICRIFKKTNTAAHRALSHSWVSSLPEATDFHKFSLPYAINVAQFGSENISCAREIGSLIQFGCSSGFEQHTNAVTYPSLDVPNFKPINWINCLSPEMPTTFTFSPQETSNDSKPSIDATSMLPNVSAAVLRDLEKPSPSINFGQPQQSSGFTATFPLEDYGNLGIEEEVIMVKKTTSSMCVSNNQLGNMRTMNFPFNLESNPSDEWKPNLPWDSMFFPSEISAGYSTNKSDS
>DhNAC73
MAPYGEKEWYFFSPRERKYPNGSRPNRAAGSGYWKATGADKPIGIPKPVAIKKALVFYAGKAPKGEKSNWIMHEYRLADVDRSARRKNSLRLDDWVLCRIYNKKGGAIDKHAASDRKSSMARIFRQPATPETPEQKPNILPQTSAPPPQQYTDLLYFDTSESLPRLHADSSCSEHVLSPDFTCEREVQSQPKWGEMERALGLGINNIDATAGAGAGGFSMDDGMFSPLLRGNSFQDLMMYLQKPF
>DhNAC74
MEEQMIGFEERSNKISRKEVVEVVEEEEVVLPGFRFHPTDEELVGFYLRRKVDKKKPLSIDIIKQIDIYKYDPWDLPKLSNIGEKEWYFFCMRGRKYRNSIRPNRVTGSGFWKATGIDRPIYSCSNPDECIGLKKSLVYYRGSAGKGSKTDWMMHEFRLPSSNKTSNKSPPSINEAESWTICRIFKRNISFKKYTQQIKWKEAGGIGMQNSADSSSKTSSLDSETGEEHTYLHGGCNQSYLNRYMEENCQLYAAGQWNSEVQTNSISLQTNFVNLNQNEIFREGNWDEIGRMVDYMTEPVITYDSIYF
>DhNAC75
RSWLKRSCDSRWKQLKHVNRSYPNMIIPICLFLQVSLDWPGLPAGVKFDPTDVELLEHLAGNVGAGMSKAHIFIDEFIPTLDGDQGICYTHPENLPGVKKDGSSAHFFHRTSNAYATGCKKRRKIRNEYSESEERVRWHKTGKTKPVVESGVLKGWKKIMVLYRSLGKGCKPDKDNWVMHQYHLGTDEDEKDGELVVSKVFYQQHTKHVGRGEAEILPDELDSSNIKNCPRTPKTTAPQPPRFKMNSLREADQHDHLPLPVQEKRPEEESMPSPFPIICLKDEHIGSACWADESQAIQEPETEKIYESLLCHEVLFPFTSIGGSSPQFDHLEIADGNKEQLKRDANTDDGFSCLEDIDIDTPSDFHLSVRVPVLFFGSLASIAI
>DhNAC76
MSISVNGHSTVPPGFRFHPTEEELLAYYLRKKIASENIDLDVIRDVDLNKLEPWDIQEKCRIGSTPQNDWYFFSHNDKKYPTGTRTNRATAAGFWKATGRDKVICSSFKRIGMRKTLVFYKGRAPHGQKSDWIMHEYRLDQLYDSHSQSYYGPNMVAENQLAQEEGWVICRVFKKKSLQKLSVDQATCSHLTNDCKPHSSSDSSLDQIFHYMTAKCDGDDQAGGQHAGHLRPFDALLSRATTLMHERFTKLPALDSPATPAMAGGEVHPVQGTGTDVELSVYNSRETGFGDWAVIDRLVAYDLDAYPFFPSTSRFLGHGRSGGGGGVEDDGDLWSLTRSRTFSGSGHVSYVSPDK
>DhNAC77
MEGEELLSSQFPPGFRFHPTDQELITQYLWKKVTASLPADWAIIADIDLYKYNPWDLPEKALFGQGEWFFFSPRERKYPNGVRPNRAAASGYWKATGTDKPILSAGGVQCIGVKKALVFYKGKPPKGTKTDWVMQEYRLLDSMAPTQTQKQKSSMRLDDWVLCRVRMKGNSVGENDEMLMESPNVKMPGKEKSMPGKEKSSSNDWGDHLSYLLESPTEGKEASGEEKAVFGKGEWFFFSPRDRKYPNGVRPNRATSAGYWKATGTDKPIMSVGGVQCIGVKKALVFYKGKPPKGIKTDWVMQEYRLIDSTASSQTQRQLGSMRLDDWVLCRVRQKGAFELLETTSMVNTQVHEEKEVVEKERRSSEGEWSEHLSYFAESVPEDGENSGEDSTGIMWNSSDYSGQDGYSVVEEKQQPLQLAAAAAIYPYKRKQSHSFLDDFLLLQPSKRLQCTSDARLSPAESVYDNGIFSQYFF
