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Figure S1. A map of sorting signal importance for subcellular localization prediction. (A-C)Predicted subcellular localization of MBF1 in Arabidopsis thaliana. (D,E)Predicted subcellular localization of MBF1 in sugar beet. (F-J)Predicted subcellular localization of MBF1 in Citrus sinensis. (K-M)Predicted subcellular localization of MBF1 in Oryza sativa. (N-P)Predicted subcellular localization of MBF1 in Populus trichocarpa.   
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[bookmark: _GoBack]Figure S2. Prediction of transmembrane helices in BvMBF1b and BvMBF1c using TMHMM. (A) BvMBF1b; (B) BvMBF1c. The posterior probability curves—purple (transmembrane), red (inside), and blue (outside)—show no characteristic peaks indicative of transmembrane regions, supporting their identity as soluble, non-membrane-anchored proteins. The x-axis represents amino acid position; the y-axis indicates region assignment probability( predicted TMHs= 0).
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