Table S2 Functional information table of B. chinense BcMYB homologous genes in A. thaliana
	Gene ID
	Arabidopsis Gene ID
	Function

	BcMYB01
	AtMYB85
	Regulates shikimate pathway; controls floral volatile** 88benzenoidproduction

	BcMYB02
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB03
	AtMYB111
	Regulates flavonol biosynthesis; enhances UV-B tolerance**

	BcMYB04
	AtMYB45
	Mediates phytochrome A signaling; promotes photomorphogenesis

	BcMYB05
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB06
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB07
	AtMYB113
	Regulates anthocyanin biosynthesis**

	BcMYB08
	AtMYB105
	Regulates organ boundary formation and meristem development

	BcMYB09
	AtMYB105
	Regulates organ boundary formation and meristem development

	BcMYB10
	NO
	Maintains meristem integrity (limited functional information)

	BcMYB11
	AtMYB85
	Regulates shikimate pathway; controls floral volatile benzenoid** **production

	BcMYB12
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB13
	AtMYB18
	Mediates phytochrome A signaling; promotes photomorphogenesis

	BcMYB14
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB15
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB16
	AtMYB30
	Regulates hypersensitive cell death and VLCFA biosynthesis

	BcMYB17
	AtMYB9
	Negatively regulates lateral root development; involves in auxin response

	BcMYB18
	AtMYB52
	Regulates secondary cell wall biosynthesis; affects ABA/salt responses

	BcMYB19
	AtMYB93
	Negatively regulates lateral root development; involves in auxin response

	BcMYB20
	AtMYB52
	Regulates secondary cell wall biosynthesis; affects ABA/salt responses

	BcMYB21
	AtMYB40
	Function not annotated

	BcMYB22
	AtMYB98
	Regulates synergid cell development and pollen tube guidance

	BcMYB23
	AtMYB35
	Regulates anther development and tapetal function

	BcMYB24
	AtMYB96
	Activates cuticular wax biosynthesis under drought stress

	BcMYB25
	AtMYB86
	Represses C4H expression; regulates sinapate ester biosynthesis**

	BcMYB26
	AtMYB73
	Negatively regulates salt stress response; involves in auxin signaling

	BcMYB27
	AtMYB101
	Regulates ABA signaling and aleurone PCD

	BcMYB28
	AtMYB73
	Negatively regulates salt stress response; involves in auxin signaling

	BcMYB29
	AtMYB58
	Activates lignin biosynthetic genes expression

	BcMYB30
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB31
	AtMYB17
	Regulates floral development and meristem identity transition

	BcMYB32
	AtMYB17
	Regulates freezing tolerance via CBF genes**

	BcMYB33
	AtMYB113
	Regulates anthocyanin biosynthesis**

	BcMYB34
	AtMYB40
	Function not annotated

	BcMYB35
	AtMYB15
	Regulates cold stress response and CBF gene expression**

	BcMYB36
	AtMYB102
	Increases susceptibility to green peach aphid (ethylene pathway)

	BcMYB37
	AtMYB67
	Function not annotated

	BcMYB38
	AtMYB4
	Represses C4H expression; involved in UV protection

	BcMYB39
	AtMYB6
	Function not annotated

	BcMYB40
	AtMYB113
	Regulates anthocyanin biosynthesis**

	BcMYB41
	AtMYB73
	Negatively regulates salt stress response; involves in auxin signaling

	BcMYB42
	AtMYB98
	Regulates synergid cell development and pollen tube guidance

	BcMYB43
	AtMYB77
	Regulates auxin signaling and lateral root development

	BcMYB44
	AtMYB1
	Positively regulates gene expression (limited functional information)

	BcMYB45
	AtMYB109
	Regulates male gametophyte development

	BcMYB46
	AtMYB77
	Regulates auxin signaling and lateral root development

	BcMYB47
	AtMYB102
	Increases susceptibility to green peach aphid (ethylene pathway)

	BcMYB48
	AtMYB6
	Function not annotated

	BcMYB49
	AtMYB105
	Regulates organ boundary formation and meristem development

	BcMYB50
	NO
	Maintains meristem integrity (limited functional information)

	BcMYB51
	AtMYB9
	Negatively regulates lateral root development; involves in auxin response

	BcMYB52
	AtMYB30
	Regulates hypersensitive cell death and VLCFA biosynthesis

	BcMYB53
	AtMYB63
	Activates lignin biosynthetic genes expression

	BcMYB54
	AtMYB52
	Regulates secondary cell wall biosynthesis; affects ABA/salt responses

	BcMYB55
	AtMYB93
	Negatively regulates lateral root development; involves in auxin response

	BcMYB56
	AtMYB52
	Regulates secondary cell wall biosynthesis; affects ABA/salt responses

	BcMYB57
	AtMYB98
	Regulates synergid cell development and pollen tube guidance

	BcMYB58
	AtMYB96
	Activates cuticular wax biosynthesis under drought stress

	BcMYB59
	AtMYB86
	Represses C4H expression; regulates sinapate ester biosynthesis**

	BcMYB60
	AtMYB73
	Negatively regulates salt stress response; involves in auxin signaling

	BcMYB61
	AtMYB14
	Regulates freezing tolerance via CBF genes

	BcMYB62
	AtMYB17
	Regulates floral development and meristem identity transition

	BcMYB63
	AtMYB36
	Activates endodermal differentiation; promotes Casparian strip formation

	BcMYB64
	AtMYB58
	Activates lignin biosynthetic genes expression

	BcMYB65
	AtMYB73
	Negatively regulates salt stress response; involves in auxin signaling

	BcMYB66
	AtMYB101
	Regulates ABA signaling and aleurone PCD

	BcMYB67
	AtMYB12
	Regulates flavonol biosynthesis (root-specific) **

	BcMYB68
	AtMYB40
	Function not annotated

	BcMYB69
	AtMYB15
	Regulates cold stress response and CBF gene expression

	BcMYB70
	AtMYB102
	Increases susceptibility to green peach aphid (ethylene pathway)

	BcMYB71
	AtMYB67
	Function not annotated

	BcMYB72
	AtMYB4
	Represses C4H expression; involved in UV protection

	BcMYB73
	AtMYB6
	Function not annotated

	BcMYB74
	AtMYB113
	Regulates anthocyanin biosynthesis**

	BcMYB75
	AtMYB73
	Negatively regulates salt stress response; involves in auxin signaling

	BcMYB76
	AtMYB98
	Regulates synergid cell development and pollen tube guidance

	BcMYB77
	AtMYB98
	Regulates synergid cell development and pollen tube guidance

	BcMYB78
	AtMYB77
	Regulates auxin signaling and lateral root development

	BcMYB79
	AtMYB1
	Positively regulates gene expression (limited functional information)

	BcMYB80
	AtMYB77
	Regulates auxin signaling and lateral root development

	BcMYB81
	AtMYB109
	Regulates male gametophyte development

	BcMYB82
	AtMYB102
	Increases susceptibility to green peach aphid (ethylene pathway)

	BcMYB83
	AtMYB6
	Function not annotated

	BcMYB84
	AtMYB124
	Regulates stomatal development and cell cycle

	BcMYB85
	AtMYB61
	Coordinates xylem formation, stomatal closure, and seed mucilage deposition


Note: "**" indicates participation in the regulation of secondary metabolic pathways
