Supplementary Table 2 Expression pattern of key candidate genes in leaves of HMQTH under mechanical damage
	Gene Name
	FPKM
	Annotation
In
Setaria italica v2.2

	
	0 h
	12 h
	18 h
	24 h
	36 h
	42 h
	

	[bookmark: _Hlk65611458]SiKCS5
	0.04
	0.72
	1.78
	1.21
	2.87
	1.40
	3-ketoacyl-CoA synthase

	SiTCF1
	0.28
	39.37
	20.53
	0.76
	25.73
	33.84
	Protein contains RCC1 domain

	SiPOD
	0.22
	11.84
	10.00
	35.10
	37.95
	18.60
	Peroxidase

	SiSFR2
	2.43
	44.52
	32.98
	35.49
	52.29
	81.72
	Beta-glucosidase, lactase phlorizinhydrolase, and related proteins

	[bookmark: _Hlk65611525]SiPIP1
	54.41
	1 240.21
	2 075.07
	650.77
	845.99
	1 708.69
	Aquaporin

	SiTIP1
	20.65
	1 061.52
	1 252.24
	753.24
	890.97
	1 205.77
	Aquaporin

	[bookmark: _Hlk65611554]SiCIPK4
	1.55
	23.29
	57.29
	65.33
	87.09
	96.82
	Serine/threonine protein kinase

	SiCIPK1
	7.25
	66.37
	76.23
	87.27
	117.86
	166.95
	Serine/threonine protein kinase

	SiCIPK6
	2.37
	38.67
	56.40
	63.51
	151.34
	175.37
	Serine/threonine protein kinase

	[bookmark: _Hlk65611597]SiATHB7
	0.28
	4.67
	40.45
	11.58
	33.30
	15.98
	Transcription factor PHOX2/ARIX, contains HOX domain

	SiUGT74E2
	73.89
	5.15
	4.34
	3.65
	4.74
	2.26
	Crocetin glucosyltransferase 2-like

	SiCYP450
	0.03
	0.43
	1.43
	6.52
	9.94
	11.28
	Cytochrome P450 CYP2 subfamily

	SiPAL1
	0.16
	3.07
	5.22
	5.39
	15.83
	10.72
	Phenylalanine/tyrosine ammonia-lyase

	SiPAL2
	20.95
	22.73
	124.51
	101.52
	89.82
	110.07
	Phenylalanine/tyrosine ammonia-lyase

	SiDFR
	39.21
	64.79
	1 155.72
	583.20
	515.15
	726.06
	Bifunctional dihydroflavonol 4-reductase/flavanone 4-reductase

	SiLDOX
	0.97
	2.00
	2.04
	1.81
	1.29
	2.05
	Leucoanthocyanidin dioxygenase

	SiGT
	2.90
	12.69
	20.88
	26.36
	22.21
	25.25
	Anthocyanidin 5,3-O-glucosyltransferase-like

	[bookmark: OLE_LINK1]Si4CL
	34.01
	38.00
	94.70
	83.81
	83.00
	25.29
	4-coumarate--CoA ligase



