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Additional file 8. (.pdf) GO enrichment analysis in potato genotypes Camelia and Cicero. Gene Ontology (GO) enrichment analysis of four
pairwise comparisons in potato genotypes Camelia (A-B) and Cicero (D-E), categorized into Molecular Functions (MF; A, D) and Cellular
Components (CC; B, E). Venn diagrams of GO terms classified as Biological Processes in Camelia and Cicero are shown in panels C and F,

respectively. Each circle represents a GO term; circle size reflects the number of counts, and color indicates the p-value.



