Supplementary files
Table S1 Resistance gene and linked marker sequences used for detecting functional disease resistant loci for apple scab and fire blight
Table S2 Summarized data on locations of M. florentina
Table S3 QC summary of the 41 samples after alignment: mapping ratio, depth, and coverage
Table S4 Summary of annotation of all SNPs detected in the study
Fig. S1 Scree plot from K =2 to 10 for pcadapt analyses
Fig. S2 Isolation by distance graph, showing correlation between the geographic distance between the assessed populations and the genetic distance represented by pairwise FST values
32


32

