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Aconitum chrysotrichum

chloroplast genome

156,908 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum tatsienense

chloroplast genome

155,940 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Delphinium kamaonense

chloroplast genome

154,091 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
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Consolida regalis

chloroplast genome

156,019 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum soongaricum

chloroplast genome

155,890 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
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Delphinium platyonychinum

chloroplast genome

153,936 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum leucostomum

chloroplast genome

157,265 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium gyalanum

chloroplast genome

154,320 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium pachycentrum

chloroplast genome

154,147 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium tatsienense

chloroplast genome

154,222 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC



ycf2

ycf2

ycf1

rpoC2

rp
oB

rp
oC1

rrn23

rrn
23

trnK-UUU
ps

aA

ndhB

ndhB

nd
hF

ps
aB

clpP

ndhA

ycf3
matK

psbB

atpA

rpl16

nd
hD

atpB

rrn16

rrn
16

rpl2
rpl2

accD

petB

rbcL

ps
bC

atpF

petD
ndhH

ps
bD

psbA

trnI-G
AU

trn
I-G

AU

rpoA

cc
sA

petA

trnA-U
G

C

trn
A-

U
G

C

rp
s1

2

rps12

trnG-UCC

atpIrps2

cemA

ndhK

trnV
-U

A
C

rps3

rps4

trnL-U
A

A

ycf4

ndhI

rpl22

nd
hG

ndhJ

rps7

rps7

rps11

atpE

rps8
rpl14

ndhC

rpl20

rps18

nd
hE

rp
s1

4

rpl23

rpl23
rps19

rps15

psbE

ps
aC

atpH

infA

psbH

rpl33

ps
bZ

psbK

psaJ

psbN

psbJ
rr

n5

rrn5

psbF

psbL

rpl36

rps12

petG

psbI

psaI

ps
bM

rrn4.5

rr
n4

.5

psbT

petL

tr
nS

-U
G

A pe
tN

trnS-GCU

trnS
-G

G
A

trn
Y

-G
U

A

trnL-CAA

trn
L-CAA

tr
nL

-U
A

G

trnH-GUG

trnI-CAU

trnR
-A

C
G

trnP-UGG

tr
nf

M
-C

A
U

trn
D

-G
U

C

trn
R

-A
C

G

trnI-CAU

trnW-CCA

trnM
-C

A
U

trnF
-G

A
A

trnT
-U

G
U

trn
E

-U
U

C

trnV-GAC

trn
N

-G
U

U

trn
V-G

AC

trn
T-

G
G

U

trnQ-UUG

trnR-UCU

trnN
-G

U
U

tr
nG

-G
C

C

trn
C

-G
C

A

Delphinium ajacis

chloroplast genome

155,915 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum lethale

chloroplast genome

155,837 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum vilmorinianum

chloroplast genome

155,855 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Delphinium caeruleum

chloroplast genome

154,314 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Delphinium trichophorum

chloroplast genome

154,141 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum naviculare

chloroplast genome

156,254 bp

hypothetical chloroplast reading frames (ycf)
other genes
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ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
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NADH dehydrogenase
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Delphinium brunonianum

chloroplast genome

154,235 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
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Delphinium trichophorum

chloroplast genome

154,205 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum coreanum

chloroplast genome

157,027 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
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Aconitum naviculare

chloroplast genome

156,257 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum pendulum

chloroplast genome

155,691 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium yuanum

chloroplast genome

176,201 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
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photosystem II
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Aconitum macrorhynchum

chloroplast genome

155,866 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium kamaonense

chloroplast genome

153,849 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Delphinium kamaonense

chloroplast genome

154,084 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Aconitum fischeri var arcuatum

chloroplast genome

154,523 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Aconitum hemsleyanum

chloroplast genome

155,884 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Aconitum sinomontanum

chloroplast genome

156,755 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum refractum

chloroplast genome

155,740 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium kingianum

chloroplast genome

154,149 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Gymnaconitum gymnandrum

chloroplast genome

157,326 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium beesianum

chloroplast genome

154,228 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum alboviolaceum

chloroplast genome

155,790 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium tenii

chloroplast genome

154,145 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Aconitum flavum

chloroplast genome

155,648 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Aconitum scaposum

chloroplast genome

157,622 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium kamaonense

chloroplast genome

154,098 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Aconitum leucostomum var hopeiense

chloroplast genome

155,861 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Delphinium kamaonense

chloroplast genome

154,148 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Aconitum leucostomum

chloroplast genome

157,297 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum kongboense

chloroplast genome

155,748 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum karakolicum

chloroplast genome

155,489 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium wangii

chloroplast genome

154,210 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium spirocentrum

chloroplast genome

154,137 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC



ycf2

ycf2

ycf1

rpoC2

rp
oB

rrn23

rrn
23

rpoC1

trnK-UUU
ps

aA

ndhB

ndhB

nd
hF

ps
aB

clpP

ndhA

ycf3

atpA

matK

psbB

accD

nd
hD

atpB

rrn16

rrn
16

rpl2
rpl2

rpl16

petB

rbcL

ps
bC

atpF

petD
ndhH

psbA

ps
bD

rpoA

trnI-G
AU

trn
I-G

AU

cc
sA

petA

trnA-U
G

C

trn
A-

U
G

C

trnG-UCC

rp
s1

2

rps12

atpIrps2

cemA

ndhK

trnV
-U

A
C

rps3

rps4

trnL-U
A

A

ycf4

nd
hI

rpl22

nd
hG

ndhJ

rps7

rps7

rps11

atpE

rps8

rpl20

rpl14

ndhC

nd
hE

rps18

rp
s1

4
rpl23

rpl23

rps19

rps15

psbE

ps
aC

atpH

infA

psbH

rpl33

ps
bZ

psbK

psaJ

psbN

psbJ

rrn5

rr
n5

psbF

psbL

rps12

petG

rpl36

psbI

psaI

psbT

ps
bM

rr
n4

.5

rrn4.5

petL

tr
nS

-U
G

A pe
tN

trnS-GCU

trnS
-G

G
A

trn
Y

-G
U

A

trnL-CAA

trn
L-CAA

tr
nL

-U
A

G

trnH-GUG

trnI-CAU

trnI-CAU
tr

nf
M

-C
A

U

trn
D

-G
U

C

trn
R

-A
C

G

trnP-UGG

trnW-CCA

trnR
-A

C
G

trnM
-C

A
U

trn
E

-U
U

C

trnF
-G

A
A

trnT
-U

G
U

trnV-GAC

trnN
-G

U
U

trn
T-

G
G

U

trnR-UCU

trnQ-UUG

trn
V-G

AC

trn
N

-G
U

U

tr
nG

-G
C

C

trn
C-G

CA

Aconitum kirinense

chloroplast genome

155,806 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
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Aconitum anthoroideum

chloroplast genome

157,321 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Aconitum tanguticum

chloroplast genome

157,159 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum pulchellum

chloroplast genome

155,573 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
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Aconitum rotundifolium

chloroplast genome

154,339 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
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LSC
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Aconitum kusnezoffii

chloroplast genome

155,850 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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Aconitum anthoroideum

chloroplast genome

157,577 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB
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LSC
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Aconitum ludlowii

chloroplast genome

155,654 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC



ycf2

ycf2

ycf1

rpoC2

rp
oB

rpoC1

rrn23

rrn
23

trnK-UUU

nd
hF

ps
aA

ndhB

ndhB

ps
aB

clpP

ndhA

ycf3
matK

rpl16

psbB

atpA

nd
hD

atpB

rrn16

rrn
16

rpl2
rpl2

accD

petB

rbcL

ps
bC

atpF

petD

cc
sA

ndhH

psbA

ps
bD

rpoA

trnI-G
AU

trn
I-G

AU

petA

trnA-U
G

C

trn
A-

U
G

C

trnG-UCC

rps12

rp
s1

2

atpI
rps2

cem
A

ndhK

trnV
-U

A
C

rps3

rps4

trnL-U
A

A

ycf4

nd
hI

rpl22

nd
hG

ndhJ

rps7

rps7

rps11

atpE

rps8
rpl14

ndhC

rpl20

nd
hE

rps18

rp
s1

4

rpl23

rpl23
rps19

rps15

psbE

atpH

ps
aC

infA

psbH

rpl33

ps
bZ

psbK

psaJ

psbN

psbJ

rrn5

rr
n5

psbF

psbL

rpl36

rps12

petG

psaI

psbI

psbT

ps
bM

rrn4.5

rr
n4

.5

petL

tr
nS

-U
G

A pe
tN

trnS-GCU

trnS
-G

G
A

trn
Y

-G
U

A

trnL-CAA

trn
L-CAA

tr
nL

-U
A

G

trnH-GUG

trnI-CAU

trnR
-A

C
G

trnP-UGG

tr
nf

M
-C

A
U

trnI-CAU

trnW-CCA

trn
D

-G
U

C

trn
R

-A
C

G

trnM
-C

A
U

trnF
-G

A
A

trnT
-U

G
U

trn
E

-U
U

C

trn
T-

G
G

U

trnR-UCU

trnV-GAC

trnN
-G

U
U

trn
N

-G
U

U

trn
V-G

AC

trnQ-UUG

tr
nG

-G
C

C

trn
C-G

CA

Delphinium elatum var sericeum

chloroplast genome

154,296 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Aconitum spiripetalum

chloroplast genome

155,753 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I
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Delphinium anthriscifolium

chloroplast genome

154,808 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium grandiflorum

chloroplast genome

153,830 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium anthriscifolium

chloroplast genome

154,989 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium thibeticum

chloroplast genome

154,177 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Aconitum glandulosum

chloroplast genome

155,884 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC
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Delphinium pylzowii var trigynum

chloroplast genome

153,769 bp

hypothetical chloroplast reading frames (ycf)
other genes
clpP, matK
ribosomal RNAs
transfer RNAs
ribosomal proteins (LSU)
ribosomal proteins (SSU)
RNA polymerase
RubisCO large subunit
NADH dehydrogenase
ATP synthase
cytochrome b/f complex
photosystem II
photosystem I

IR
AIRB

SSC

LSC


