	Supplementary Table S2. Primers for gene clone and vector conduction.

	Name
	Forward Primer (5'-3')
	Reverse Primer (5'-3')

	BrCYSTM1-CDS
	ATGAGCCAGTACAACAACC
	TTAGAAGCAGATGTCCAGG

	BrCYSTM3-CDS
	ATGTATCAAGATCAACAACATC
	CTAGAAGACACAATCCAAAAC

	BrCYSTM4a-CDS
	GAGAAACTTGTAATTTTTCGAAG
	GTTTACGTTGAGCTATAATAAAATCA

	BrCYSTM4b-CDS
	GAACTTACAAGTTGTCCAAACTC
	CACGAGAATTAACAACAAATAAAC

	BrCYSTM7-CDS
	ATGTCCCAAGAGGAAATAGG
	CTAGTAACGACTTGGAAGGCA

	BrCYSTM10a-CDS
	ATGTATCAAGATCAACAACACCC
	TCAGAAGCAAGCTTCCAAC

	BrCYSTM10b-CDS
	ATGTATCAAGATCAACAACATCC
	TCAAAAGCAAGCTTCCAAG

	BrCYSTM12-CDS
	ATGCAGAAGGACATGAGAAC
	TTAGAAACACATCTCACAAATCC

	BrCYSTM13-CDS
	ATGATTTGTGATTATCTAAAACATC
	TCAAATCTTTTTATTTGATTGATAC

	AD-BrCYSTM1 (BamH1)
	catcgatacgggatcATGAGCCAGTACAACAACCA
	cgagctcgatggatcTTAGAAGCAGATGTCCAGGG

	BD-BrCYSTM1 (BamH1)
	ggccgaattcccgggtAGCCAGTACAACAACCAATC
	gcaggtcgacggatcTTAGAAGCAGATGTCCAGGG

	BD-BrCYSTM3 (BamH1)
	ggccgaattcccgggtGCTCAGCAGTATTATCAGCA
	gcaggtcgacggatcCTAGAAGACACAATCCAAAAC

	BD-BrCYSTM4a (BamH1)
	ggccgaattcccgggtAGTCAGTTCAGCCAAAAACA
	gcaggtcgacggatcTCAGAAGCAGGCGTCGAGGA

	BD-BrCYSTM4b (BamH1)
	ggccgaattcccgggtAGTCAATTCAGCCAAAACCA
	gcaggtcgacggatcTCAATTTAACATTTTTTTGAA

	BD-BrCYSTM7 (BamH1)
	ggccgaattcccgggtTCCCAAGAGGAAATAGGGCC
	gcaggtcgacggatcCTAGTAACGACTTGGAAGGC

	BD-BrCYSTM10a (BamH1)
	ggccgaattcccgggtTATCAAGATCAACAACACCC
	gcaggtcgacggatcTCAGAAGCAAGCTTCCAAGA

	BD-BrCYSTM10b (BamH1)
	ggccgaattcccgggtTATCAAGATCAACAACATCC
	gcaggtcgacggatcTCAAAAGCAAGCTTCCAAGA

	BD-BrCYSTM12 (BamH1)
	ggccgaattcccgggtCAGAAGGACATGAGAACCCC
	gcaggtcgacggatcTTAGAAACACATCTCACAAAT

	BD-BrCYSTM13 (BamH1)
	ggccgaattcccgggtATTTGTGATTATCTAAAACATC
	gcaggtcgacggatcTCAAATCTTTTTATTTGATTG

	3300-GFP-
BrCYSTM1 (BamH1)
	cacgcggtacccgggATGAGCCAGTACAACAACCAATCTG
	cgactctagaggatcTTTCTTCTTCTTCTTCTTCGAAGCAGATGTCCAGGGCACAA

	1307-Flag-
BrCYSTM1 (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGAAGCCAGTACAACAACCAATC
	cgtatgggtaggatcTTAGAAGCAGATGTCCAGGGCAC

	1307-Flag-
BrCYSTM3 (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGAGCTCAGCAGTATTATCAGC
	cgtatgggtaggatcCTAGAAGACACAATCCAAAACG

	1307-Flag-
BrCYSTM4a (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGAAGTCAATTCAGCCAAAACC
	cgtatgggtaggatcTCAATTTAACATTTTTTTGAA

	1307-Flag-
BrCYSTM4b (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGAAGTCAGTTCAGCCAAAAAC
	cgtatgggtaggatcTCAGAAGCAGGCGTCGAGGACAC

	1307-Flag-
BrCYSTM7 (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGATCCCAAGAGGAAATAGGG
	cgtatgggtaggatcCTAGTAACGACTTGGAAGGCAAC

	1307-Flag-
BrCYSTM10a (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGATATCAAGATCAACAACACC
	cgtatgggtaggatcTCAGAAGCAAGCTTCCAAGAGAC

	1307-Flag-
BrCYSTM10b (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGATATCAAGATCAACAACATCC
	cgtatgggtaggatcTCAAAAGCAAGCTTCCAAGAGAC

	1307-Flag-
BrCYSTM12 (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGACAGAAGGACATGAGAACCCC
	cgtatgggtaggatcTTAGAAACACATCTCACAAATC

	1307-Flag-
BrCYSTM13 (BamH1)
	tgttccaggggcccgttGGAGGAGGAGGAGGAGGAATTTGTGATTATCTAAAAC
	cgtatgggtaggatcTCAAATCTTTTTATTTGATTG

	771-BrCYSTM1 (Kpn1)
	cgggggacgagctcggtaccATGAGCCAGTACAACAACCAATC
	acgagatctggtcgacGAAGCAGATGTCCAGGGCACAAC

	772-BrCYSTM1 (Kpn1)
	acgcgtcccggggcggtaccATGAGCCAGTACAACAACCAATC
	agctctgcaggtcgacTTAGAAGCAGATGTCCAGGGCAC

	772-BrCYSTM3 (Kpn1)
	acgcgtcccggggcggtaccATGGCTCAGCAGTATTATCAGC
	agctctgcaggtcgacCTAGAAGACACAATCCAAAACG

	772-BrCYSTM4a (Kpn1)
	acgcgtcccggggcggtaccATGAGTCAGTTCAGCCAAAAAC
	agctctgcaggtcgacTCAGAAGCAGGCGTCGAGGACAC

	772-BrCYSTM4b (Kpn1)
	acgcgtcccggggcggtaccATGAGTCAATTCAGCCAAAACC
	agctctgcaggtcgacTCAATTTAACATTTTTTTGAA

	772-BrCYSTM7 (Kpn1)
	acgcgtcccggggcggtaccATGTCCCAAGAGGAAATAGGG
	agctctgcaggtcgacCTAGTAACGACTTGGAAGGCAAC

	772-BrCYSTM10a (Kpn1)
	acgcgtcccggggcggtaccATGTATCAAGATCAACAACACC
	agctctgcaggtcgacTCAGAAGCAAGCTTCCAAGAGAC

	772-BrCYSTM10b (Kpn1)
	acgcgtcccggggcggtaccATGTATCAAGATCAACAACATCC
	agctctgcaggtcgacTCAAAAGCAAGCTTCCAAGAGAC

	772-BrCYSTM12 (Kpn1)
	acgcgtcccggggcggtaccATGCAGAAGGACATGAGAACCCC
	agctctgcaggtcgacTTAGAAACACATCTCACAAATC

	772-BrCYSTM13 (Kpn1)
	acgcgtcccggggcggtaccATGATTTGTGATTATCTAAAAC
	agctctgcaggtcgacTCAAATCTTTTTATTTGATTG

	124375C-atcystm1
	TAAAGCAGAGGCAACAATTGG
	TAATGTTCTATCCTCCACGCG

	LBb 1.3
	ATTTTGCCGATTTCGGAAC
	

	3300-RFP-AtCYSTM (BamH1)
	cacgcggtacccgggATGAGCCAGTACGATCACAACCAG
	cgactctagaggatcTGAAGCAAATGTCCAGGGCACAACAG

	pDOE01-BrCYSTM1 (BamH1)
	aactagtggaggatcTATGAGCCAGTACAACAACCAATCTG
	acccacctccggatcTGAAGCAGATGTCCAGGGCACAACAGC

	BrCYSTM10b-pDOE01-BrCYSTM1 (SnaB1)
	caatggggtccctacTAATGTATCAAGATCAACAACATCCCGT
	acgtcacgtgactacTAAAGCAAGCTTCCAAGAGACAGCAAC

	BrCYSTM10a-pDOE01-BrCYSTM1 (SnaB1)
	caatggggtccctacTAATGTATCAAGATCAACAACACCCCGT
	acgtcacgtgactacTGAAGCAAGCTTCCAACAGAAAGCAAC
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