[bookmark: _GoBack]Supplementary Table S3. Identification of the BrCYSTM family in Chinese cabbage was conducted using BLASTP on NCBI, with an E-value threshold set to < e-10.

	Accession Number on NCBI
(E value < e-10 )
	Homologous protein in Arabidopsis
	Identity

	XP_009119163.1
	AtCYSTM1 (At1g05340)
	83.33%

	XP_009147456.1
	AtCYSTM3 (At1g56060)
	75.00%

	XP_009143952.1
	AtCYSTM4 (At2g32190)
	88.73%

	XP_009141212.1
	AtCYSTM4 (At2g32190)
	84.21%

	XP_009132935.1
	AtCYSTM7 (At2g33520)
	77.32%

	XP_009115669.1
	AtCYSTM10 (At3g49845)
	75.00%

	XP_009101476.1
	AtCYSTM10 (At3g49845)
	72.58%

	XP_018511141.1
	AtCYSTM12 (At5g04080)
	53.73%

	XP_009130533.1
	AtCYSTM13 (At5g67600)
	89.72%



