Table S1. Summary of sample groups, collection periods, and analyses performed.

Growth Sample  Collection )
Group ) Primary Analyses
Period Code Date
Leaf o , . :
AS May 28th Transcriptomics, Metabolomics, Soil Analysis
Clump
Authentic  Rhizome . . . . )
. A7 July 28th Transcriptomics, Metabolomics, Soil Analysis
(A) Expansion
Drug October . . . . )
. Al10 Transcriptomics, Metabolomics, Soil Analysis
Formation 18th
Leaf . . . . .
B5 May 28th Transcriptomics, Metabolomics, Soil Analysis
Clump
Near-
; Rhizome
authentic . B7 July 28th Transcriptomics, Metabolomics, Soil Analysis
(B) Expansion
Drug October . . . . .
. B10 Transcriptomics, Metabolomics, Soil Analysis
Formation 18th

PCR operation information.

The PCR reaction systems was 4 uL. of 5 x Fast Pfu buffer, 2 pL of 2.5 mM dNTPs,

0.8 uL each primer (5 pM), 0.4 puL Fast Pfu polymerase, 10 ng of template DNA, and

ddH,0 add to 20 pL.

PCR amplify cation cycling were applied: 3 min initial denaturation at 95 °C,

followed by 30 s denaturing at 95 °C (27 cycles for bacterial primer and 35 cycles for

fungal primer), 30 s annealing at 55 °C and 45 s extension at 72 °C, then 10 min a final

extension at 72 °C, final end at 4 °C. All amplifications were performed in three

technical replicates.



