[bookmark: _GoBack]Table S1: PCR Amplification Primers
	Primers
	Primer sequence (5 '-3')

	20OV46-F
	GCAGGTCGACTCTAGAGGATCCATGGGGAGGGCTCCTTGC

	20OV46-R
	GGAATTCGAGCTGGTCAGAGCTCTCAAAAAGTGCTCATACTCTTCCAG



Table S2 PCR amplification system
	Component
	50 μL system

	DNA 
	1 μL

	10×Buffer
	5 μL

	dNTP Mixture (10 mM)
	1 μL

	Primer F (10 μM)
	1 μL

	Primer R (10 μM)
	1 μL

	KOD (1U/ μL)
	1 μL

	ddH2O
	up to 50 μL



Table S3 PCR amplification procedures
	Step
	Temperature
	Time
	Cycles

	Pre-transformation
	94 ℃
	5 min
	1

	Transformation Annealing
	98 ℃
	30 sec
	32

	Transformation Annealing
	56 ℃
	30 sec
	

	Extension
	68 ℃
	2 min
	

	Final extension
	68 ℃
	5 min
	1





Table S4: Experimental de sign of different concentrations of NAA and 6-BA on the proliferation of protocorms
	Experiment number
	Main component s of culture medium

	E1
	1/2MS+0.5 mg/L 6-BA+0.1 mg/LNAA

	E2
	1/2MS+0.5 mg/L 6-BA+0.2 mg/LNAA

	E3
	1/2MS+0.5 mg/L 6-BA+0.5 mg/LNAA

	E4
	1/2MS+1.0 mg/L 6-BA+0.1 mg/LNAA

	E5
	1/2MS+1.0 mg/L 6-BA+0.2 mg/LNAA

	E6
	1/2MS +1.0 mg/L 6-BA+0.5 mg/LNAA

	E7
	1/2MS+1.5 mg/L 6-BA+0.1 mg/LNAA

	E8
	1/2MS+1.5 mg/L 6-BA+0.2 mg/LNAA

	E9
	1/2MS+1.5 mg/L 6-BA+0.5 mg/LNAA



Table S5: Experimental de sign of inducing adventitiou s bud s with different concentration s of NAA and 6-BA
	Experiment number
	Main component s of culture medium

	F1
	1/2MS+1.0 mg/L 6-BA+0.1 mg/LNAA

	F2
	1/2MS+1.0 mg/L 6-BA+0.2 mg/LNAA

	F3
	1/2MS+1.0 mg/L 6-BA+0.5 mg/LNAA

	F4
	1/2MS+3.0 mg/L 6-BA+0.1 mg/LNAA

	F5
	[bookmark: _Hlk195074167]1/2MS+3.0 mg/L 6-BA+0.2 mg/LNAA

	F6
	1/2MS+3.0 mg/L 6-BA+0.5 mg/LNAA

	F7
	1/2MS+5.0 mg/L 6-BA+0.1 mg/LNAA

	F8
	1/2MS+5.0 mg/L 6-BA+0.2 mg/LNAA

	F9
	1/2MS+5.0 mg/L 6-BA+0.5 mg/LNAA



Table S6: Experimental De sign on the Effect s of Different Concentrations of NAA Transgenic on Rooting and Tilling of Dendrobium officinale
	Experiment number
	Main component s of culture medium

	G1
	1/2MS+0 mg/L NAA

	G2
	1/2MS+0.2 mg/L NAA

	G3
	1/2MS+0.4 mg/L NAA

	G4
	[bookmark: _Hlk195074577]1/2MS+0.6 mg/L NAA






Table S-7 Primers for q-PCR Reaction
	Primers
	Primer sequence (5 '-3')
	Accession number

	MYB24-F
	GCCCAATATCAAGCACGGAG
	OQ_341202.1

	MYB24-R
	GAAGATGCTGGCTTTGCTGT
	

	PAL-F
	GCCATTGCTGCTATCGGTAA
	XM_020849154.2

	PAL-R
	GCTATCTCTGCTCCCTTGAAAC
	

	ANS-F
	AAGACGACCTCCTCCTCCA
	XM_020832531.2

	ANS-R
	AGCCGAAGCCCTTCTTGA
	

	FLS-F
	GTCGCAGGAGGAGAAGGATA
	XM_020823234.2

	FLS-R
	ACAAGAAATCAACCCAGGCC
	

	CHI-F
	GGGGTGAGGGGTGTAGAAAT
	XM_020826249.2

	CHI-R
	TCCCTTCCATTTTCCGTCGA
	

	CHS-F
	CGCTTGGTATTCACGACTGG
	XM_028692548.1

	CHS-R
	ATACTCCGCAAGCACGTTTC
	

	F3’H-F
	TGCCTAACCTTCCTCTGCTC
	XM_020821662.2

	F3’H-R
	TCCGATGGCCCATATGTTGA
	

	DFR-F
	CGGATCTCAGCGAAGAAGGA
	XM_020818976.2

	DFR-R
	CTTTCACTGCTGCCTCCATC
	

	UFGT-F
	TTCGGTCACATTAGCCCCTT
	XM_028693712.1

	UFGT-R
	AGGAGATGCGAGGGATGTTC
	

	18s-F
	TTCTATGGGTGGTGGTGCAT
	XR_003699429.1

	18s-R
	CAGGTTGAACTCCGCATAGC
	





Table S-8 Primer names and sequence s for genome amplification
	Primers
	Primer sequence (5 '-3')

	CcMYB24-F
	ATGGGGAGGGCTCCTTGCTG

	CcMYB24-R
	CTTCAACCCAGCTTTGTGAGG

	CcCHI-F
	ATGAGTTCGAAAGAGGTGATG

	CcCHI-R
	CTTTCCAGTTCTCCAGATGC

	CcFLS-F
	ATGGAGGTGGAAATACAGAG

	CcFLS-R
	ACCACCGGGATCTCCGGAAC



Table S-9 PCR amplification system 
	Component
	50 μL system

	PCR-Grade Water
	15.0 μL 

	2X Ex taq Buffer (takara)
	25.0 μL

	dNTP Mix (10mM)
	1.0 μL

	Ex taq (takara)
	1.0 μL

	DNA
	5.0 μL

	primer F (10X)
	1.5 μL



Table S-10 PCR amplification reaction program
	94 °C 2 min
35 cycles	94°C 30 sec 55°C 30 s 72°C 2 min
72 °C 10 min





Table S-11: Names and sequence s of walking primers for CcMYB24 gene
	step count
	Primers
	sequence (5′to3′)

	S1
	CcMYB24-SP1（1）
	CAGCTCTTTCCACACCTCTTC

	
	CcMYB24- SP2（1）
	CTTCAACCCAGCTTTGTGAGG

	S2
	CcMYB24- SP1（2）
	CAGCTCTTTCCACACCTCTTC

	
	CcMYB24- SP2（2）
	GTATTATGCATGCACTAGTTG

	S3
	CcMYB24- SP1（3）
	CAGCTCTTTCCACACCTCTTC

	
	CcMYB24- SP2（3）
	GGATAAACTGAAGTTTGCTAC



Table S-12: Names and  sequence s of walking primer s for CcCHI gene
	[bookmark: _Hlk195516123]step count
	Primers
	sequence (5′to 3′)

	S1
	CcCHI- SP1（1）
	CCACACTCACTGAGCGCTCG

	
	CcCHI- SP2（1）
	CAATTAACCAAATCAGCCCTTTGG

	S2
	CcCHI- SP1（2）
	CCACACTCACTGAGCGCTCG

	
	CcCHI- SP2（2）
	TCTACATCTAATGATATATG

	S3
	CcCHI- SP1（3）
	CCACACTCACTGAGCGCTCG

	
	CcCHI- SP2（3）
	TGGATGAGGTTAACATCATC



Table S-13: Names and sequence s of walking primer s for CcFL s gene
	step count
	Primers
	sequence (5′to 3′)

	S1
	CcFLS-SP1（1）
	CCGTCACCTTCTCCTCATCG

	
	CcFLS-SP2（1）
	ACCACCGGGATCTCCGGAAC

	S2
	CcFLS-SP1（2）
	CCGTCACCTTCTCCTCATCG

	
	CcFLS-SP2（2）
	GTTAGCGAAGTGGTGAAAATTC





Table S-14: Primer sequences for con structing dual luciferase vectors
	Primers
	Primer  sequence (5 '-3')

	CcMYB24-LUC-F
	CCGCTCTAGAACTAGTGGATCCATGGGGAGGGCTCCTTGCTG

	CcMYB24-LUC-R
	CGATAAGCTTGATATCGAATTCTCAAAAAGTGCTCATACTCT

	CcCHI-LUC-F
	ACCGGGCCCCCCCTCGAGGTCGACTAAATTGAGTTGATCAACCA

	CcCHI-LUC-R
	ACCGGGCCCCCCCTCGAGGTCGACTAAATTGAGTTGATCAACCA

	CcFLS-LUC-F
	ACCGGGCCCCCCCTCGAGGTCGACACTGGAAATTCTACTAGTCG

	CcFS-LUC-F
	CTGCAGGAATTCGATATCAAGCTTGTCGATTGAGGAAATGGGG


 
	component
	volume

	2× planta Buffer
	25 μL

	dNTP (10 mM)
	2.5 μL

	5' primer (10 μM)

	2 μL

	3' primer (10 μM)
	2 μL


	Template plasmid
	0.5 μL

	Enzyme(1U/μL)
	0.5 μL


	ddH2O

	18 μL

	Total
	50 μL


Table S-15 Target Fragment Amplification system


Table S-16 Primers for Vector Construction
	（Primers）
	Primer sequence (5 '-3')

	pGADT7-CcMYB24-F
	GCCATGGAGGCCAGTGAATTCATGGGGAGGGCTCCTTGCTG

	pGADT7-CcMYB24-R
	CAGCTCGAGCTCGATGGATCCTCAAAAAGTGCTCATACTCT

	pABAi-CHIpro-F
	TGAATTCGAGCTCGGTACCTAAATTGAGTTGATCAACCA

	pABAi-CHIpro-R
	ACAGAGCACATGCCTCGAGGCCTGTACAAAACCATTAGA

	pABAi-FLSpro-F
	TGAATTCGAGCTCGGTACCACTGGAAATTCTACTAGTCG

	pABAi-FLSpro-R
	ACAGAGCACATGCCTCGAGGTCGATTGAGGAAATGGGG





Table S-17 Primer s for Vector Construction
	Primers
	Primer sequence (5 '-3')

	Pcold-CcMYB24-F
	GCTCGGTACCCTCGAGGGATCCATGGGGAGGGCTCCTTGCTG

	Pcold-CcMYB24-R
	GCAGGTCGACAAGCTTGAATTCTCAAAAAGTGCTCATACTCT





Table S-18 FLSpro Probe Table
	FLSpro probe
	Primer sequence (5 '-3')

	Biotin-labeled probe
	TCTCTCGTCCGTGATTCCCACCTACCAAAAAGTAATGAAAAACTGC

	Cold probe
	TCTCTCGTCCGTGATTCCCACCTACCAAAAAGTAATGAAAAACTGC

	Mutation probe
	TCTCTCGTCCGTGAGTACCGAGCTCCAAAAAGTAATGAAAAACTGC



Table S-19 CHIpro Probe Table
	CHIpro probe
	Primer sequence (5 '-3')

	Biotin-labeled probe
	TTGATCGACCGTTCATCCCAACTACCTACTCCGACCCAACCATCCA

	Cold probe
	TTGATCGACCGTTCATCCCAACTACCTACTCCGACCCAACCATCCA

	Mutation probe
	TTGATCGACAGTTCATCCCGAGCTCCTACTCCGACCCTGCCATCCA



