Supplementary file. The nucleotide sequences and amino acid sequences of 8 OsFBAs identified in rice genomes.
8 nucleotide sequences

>OsFBA1
ATGGCGATGCTGACGGCCAAGCTCACCTCCCCCCCCGCCGCCACCACCTGGCTCCCCGGCGGCGGCCGCCGATCCGCGCCGCCCCGCCGTGCTACGGTGATCCGCGCCGCCGCCGTCTCCTACGCCGACGAGCTCGTCTCCACCGCGAAATCTGTTGCTTCCCCAGGGCGTGGTATCCTGGCAATTGATGAGTCGAATGCCACATGCGGAAAGAGATTAGCATCCATTGGTTTGGACAACACAGAAGTTAACCGCCAGGCTTACAGGCAGCTTTTACTGACCACTGCTGGTCTTGGTGAATATATTTCTGGTGCTATCCTTTTTGAGGAAACTCTTTATCAGTCAACCACTGATGGTAAGAAGTTTGTTGACTGCTTGAAGGATCAGAATATCATGCCCGGTATCAAGGTCGACAAGGGCTTGGTTCCATTGCCTGGGTCCAACAATGAATCTTGGTGCCAAGGCCTAGATGGTTTGGCTTCAAGGTGTGCTGAGTACTACAAGCAGGGGGCACGCTTCGCTAAGTGGCGGACTGTTGTTAGCATCCCTTGTGGTCCCTCAGCATTAGCAGTCAAGGAAGCGGCATGGGGACTTGCTCGATATGCTGCCATTGCTCAGGACAATGGCTTAGTGCCAATTGTTGAGCCAGAGATCCTTCTTGATGGTGACCATGCGATCGAGAGAACTCTTGAAGTGGCAGAGAAAGTGTGGTCTGAGGTATTCTTCTACCTGGCCCAAAACAATGTTCTTTTTGAGGGTATCCTGCTGAAACCCAGCATGGTGACCCCTGGAGCTGAACACAAGCAGAAGGCCACTCCAGAAGCCATTGCGAAGCACACCCTTACAATGCTGAGGAGGAGAGTGCCGCCTGCTGTCCCTGGAATCATGTTCCTTTCTGGTGGGCAATCTGAGGTGGAGGCAACCCTGAACCTGAACGCGATGAACCAAGAACCAAACCCATGGCATGTGTCCTTCTCATACGCCCGGGCTCTCCAGAACTCGGTGCTGAAGACATGGCAGGGGCGCCCCGAGAACGTGGAGGCAGCGCAGAAGGCACTGCTGGTCCGTGCCAAGGCGAACTCGCTGGCTCAGCTCGGTCGCTACACCGGCGAGGGCGAGAGCGATGAGGCCAAGAAGGGAATGTTCCAGAAGGGCTACACTTACTGA
>OsFBA2
ATGTCGGCCTACTGCGGCAAGTACAAGGACGAGCTCATCAAGAATGCTGCCTACATTGGCACTCCTGGCAAGGGTATCCTTGCTGCAGATGAGTCCACTGGCACCATTGGCAAGCGCTTTGCCAGCATCAATGTCGAGAACGTTGAGGAGAACCGCCGCTCTCTCCGCGAGCTGCTCTTCACCACCCCTGGTGCCCTCCAGCACCTAAGTGGTGTGATCCTCTTCGAGGAGACCCTGTACCAGAAGACCAAGGACGGCAAGCCCTTCGTCGATGTCCTCAAGGAGGGTGGTGTCCTCCCTGGCATCAAGGTTGACAAGGGTACCGTTGAGGTTGCCGGCACCAACAAAGAGACCACCACCCAGGGCCACGATGATCTTGGCAAGCGTTGCGCCAAGTACTACGAGGCCGGTGCCCGCTTCGCCAAGTGGCGTGCTGTCCTCAAGATTGGCCCCAACGAGCCATCGCAGCTTTCCATTGACCTGAATGCTCAGGGTCTTGCTCGCTATGCCATCATCTGCCAGGAGAACGGGCTGGTGCCGATTGTCGAGCCTGAGATCCTTGTCGATGGCTCTCATGACATTGAGCGCTGTGCCTATGTCACCGAGAAGGTCCTCGCTGCCTGCTACAAGGCCCTCAACGAACACCATGTCCTCCTGGAGGGTTCCCTCCTGAAGCCCAACATGGTCACCCCAGGATCTGAATCCAAGAAGGTTTCCCCTCAGCTCATCGCCGAGTACACCGTCCGCGCCCTCCAGAGGACTGTCCCTGCTGCCGTGCCTGCCATTGTCTTCCTCTCTGGTGGACAGAGCGAGGAGGAGGCGACCGTGAACCTCAACGCCATGAACAAGCTCAGCACCAAGAAGCCGTGGGCTCTGTCCTTCTCCTTCGGCCGTGCTCTCCAGCAGAGCACGCTCAAGGCCTGGGGCGGCAAGACGGAGAACGTGGTGAAGGCGCAGAAGGCCTTCATCACCAGGTGCAAGGCCAACTCTGAGGCTACCCTTGGTACATACCAGGGTGATGCTGTGCTCGGCGAGGGTGCCTCTGAGAGCCTTCACGTCAAGGACTACAAGTACTGA
> OsFBA3
ATGTCGGCCTACTGCGGCAAGTACAAGGACGAGCTCATCAAGAACGCTGCCTACATTGGCACTCCTGGCAAGGGTATCCTTGCTGCGGATGAGTCCACTGGCACCATTGGCAAGCGCTTCGCCAGCATCAACGTCGAGAACGTTGAGGAGAACCGCCGCTCCCTCCGCGAGCTCCTCTTCTGCACCCCTGGCGCCCTCCAGTACCTCAGCGGCGTGATCCTCTTCGAGGAGACCCTGTACCAGAAGACCAAGGATGGCAAGCCCTTCGTCGATGTCCTCAAGGAGGGTGGTGTCCTCCCGGGCATCAAGGTGGACAAGGGCACAATCGAGGTTGCCGGCACCGAGAAGGAGACCACCACCCAGGGCCATGATGACCTTGGCAAGAGATGCGCCAAGTACTACGAGGCTGGTGCCCGCTTCGCCAAGTGGCGCGCCGTCCTCAAGATCGGCCCCAACGAGCCGTCGCAGCTCGCCATTGATCTGAATGCGCAGGGCCTCGCTCGCTACGCCATCATCTGCCAGGAGAACGGGCTGGTGCCGATCGTCGAGCCCGAGATCCTTGTTGATGGCCCTCACGACATCGACCGCTGCGCCTACGTCTCGGAGGTGGTCCTCGCTGCGTGCTACAAGGCCCTCAACGAGCACCATGTCCTCCTCGAGGGTACCCTCCTCAAGCCCAACATGGTCACCCCAGGCTCTGACGCCAAGAAGGTGTCTCCCGAGGTCATCGCTGAGTACACCGTCCGCACCCTCCAGAGGACCGTCCCCGCTGCCGTGCCCGCCATCGTCTTCCTGTCCGGTGGGCAGAGCGAGGAGGAGGCGACCCTGAACCTCAACGCCATGAACAAGCTCAGCACCAAGAAGCCGTGGTCGCTGTCCTTCTCCTTCGGCCGTGCCCTCCAGCAGAGCACGCTCCGAGAGCCTTCACGTCAAGGACTACAAGTACTGATTTGCCTTGGGAGGTGCTGGCTACCATTGGAACATTCTGCGGCTGTTGCTTAA
>OsFBA4
ATGTCTGCCTTTGTGGGAAAATACGCAGATGAGCTGATCAAGACGGCCAAGTACATCGCGACGCCGGGGAAGGGCATCCTCGCCGCCGACGAGTCGACGGGCACCATCGGCAAGCGCCTGGCCAGCATCAACGTGGAGAACGTGGAGCCCAACCGCCAGGCGCTCCGGGAGCTCCTCTTCACGACGCCCGGCGCGTTCCAGTACCTCTCCGGCGTCATCCTCTTCGAGGAGACGCTCTACCAGAGCACGGCCGCCGGCACGCCGTTCGTCGACGTGCTCAAGGCCGGCGGCGTCGTGCCGGGGATCAAGGTGGACAAGGGCACCGTGGACATCGCCGGCACCAACGGCGAGACCACCACCCAGGGCCTCGACTCCCTGGGCGCGCGCTGCGCCAAGTACTACGAGGCCGGCGCCCGCTTCGCCAAGTGGCGGGCCGTGCTCAAGATCGGCGCCGCCGGCGAGCCGTCCGAGCTCGCCGTCAAGCAGAACGCCGAGGGCCTCGCCCGGTACGCGCTCATCTGCCAGGAGAACGGCCTCGTCCCCATCGTCGAGCCCGAGATCCTCACCGACGGCGCCCACGACATCAAGACCTGCGCCGCCGTCACCGAGCGCGTCCTCGCCGCCGTCTACAAGTCTCTCAACGACCACAAGGTCCTCCTCGAGGGCACCCTCCTCAAGCCCAACATGGTCACCCCTGGCTCCGACAGCCCAAAGGTTGGCGCGGAGGTGATAGGGGAGTACACGGTGGCGGCGCTGCGGCGCACGGTGCCACCGGCGGTGCCCGGGATAGTGTTCCTCTCCGGCGGGCAGAGCGAGGAGGAGGCGTCGCAGAACCTGAACGCCATGAACAAGCTGGAGGTGCTCAAGCCATGGACGCTCACCTTCTCCTTCGGCCGTGCCCTGCAGCAGAGCACCATCAAGAAGTGGGGCGGCAAGAAGGAGAACGTCGCCGCCGCTCAGGCTGCCTTCCTCGCCCGGTGCAAGGCCAACTCCGAGGCCACGCTCGGCAAGTACGGCGGCGCCGCCGGCGACGCCGCCACGTCCGAGAGCTTGTACGTCAAGGGCTACACCTACTAG
>OsFBA5
ATGTCGGCCTACTGCGGCAAGTACAAGGATGAGTTGATCAGGAACGCGGCGTACATTGGGACGCCGGGGAAGGGCATCCTCGCCGCCGACGAGTCGACGGGCACGATCGGGAAGCGGCTGGCGAGCATCGGCGTGGAGAATGTCGAGGAGAACCGCCGCGCGCTCCGGGAGCTCCTGTTCACGGCGCCCGGCGCGCTGGACTGCCTCAGCGGCGTCATCCTGTTCGAGGAGACGCTCTACCAGAGCACCCGCGACGGGACGCCGTTCGTCGACGTGCTCGCCGCCGCCGGCGTTCTGGCCGGGATCAAGGTCGACAAGGGCACCGTCGAGCTCGCCGGCACCGACCGCGAGACGACGACACAGGGGCACGACGGCCTCGGCGAGCGCTGCAGGCGGTACTACGCCGCCGGCGCGCGGTTCGCCAAGTGGCGCGCCGTGCTCAGCATCGGCAGGGCGTCGTCCAGGCCGTCGCAGCTCGCCGTCGACGCCAACGCGCAGGGCCTCGCGCGGTACGCCATCATCTGCCAGGAGAACGGGCTGGTCCCCATCGTCGAGCCGGAGATCCTCGTCGACGGCGAGCACGGCATCGAGGCTTGCGCCGAGGTGACGGAGCGCGTCCTCGCCGCGTGCTACAAGGCGCTGAGCGACCACCACGTCCTCCTCGAGGGCACCCTCCTCAAGCCCAACATGGTGACGCCGGGCTCCGACGCCGCCAGGGCGCCGCCGGAGGTGGTCGCCGAGCACACCGTCCGCGCGCTCCTCCGCACCGTGCCGCCGGCGGTGCCGGCCATCGTGTTCCTGTCCGGCGGGCAGAGCGAGGAGGAGGCGACGAGGAACCTGAACGCCATGAACCAGGTGGCGAGCAGGGGCAAGAAGCCATGGTCGCTGACCTTCTCCTTCGGCCGCGCGCTGCAGCAGAGCACGCTCAAGGCGTGGGCCGGCAAGGCGGAGAACGTCGGCAAGGCGCAGGCGGCGCTGCTCGCCCGCTGCAGGGCCAACTCCCAGGCGACGCTCGGCGCGTACGCCGGCGACGCCGCCGCCGGCGAGGGCGTCTCCGAGAACCTCCACGTCAAGGACTACAAGTACTGA
>OsFBA6
ATGTCGGCCTACTGCGGCAAGTACAAAGATGAGCTCATAAAGAATGCTGCCTACATTGGCACCCCGGGCAAGGGTATCCTCGCTGCGGACGAGTCCACTGGCACCATCGGCAAGCGCTTCGCCAGCATCAATGTTGAGAACGTCGAGGATAACCGCCGTGCCTTCCGCGAGCTCCTCTTCTGCACCCCTGGCGCCCTCCAGTACATCAGCGGCGTGATCCTCTTCGACGAGACCCTCTACCAGAAGACCAAGGATGGCAAGCCCTTCGTCGATGTCCTCAAGGAGGCCGGTGCCCTCCCCGGCATCAAGGTGGACAAGGGCACCATCGAGGTCGCCGGCACCGACAAGGAGACCACCACCCAGGGCCACGATGACCTCGGCAAGCAATGCGCCAAGTACTACGAGGCCGGTGCCCGCTTCGCCAAGTGGCGTGCCGTCCTCAAGATCGGACCCAACCAGCCCTCCCAGCTTGCCATTGATCTGAACGCCCAGGGCCTTGCTTGCTACGCCATCATCTGCCAGGAGAACGGGCTGGTGCCGATCGTCGAGCCGGAGATCCTCGTCGATGGCCCTCACGACATCGATCGATGCGCGTACGTCTCCGAGGTGGTCCTCGCCGCGTGCTACAAGGCGCTGAACGAGCACCATGTCCTCCTCGAGGGCACCCTCCTGAAGCCCAACATGGTCACCCCGGGTTCCGACGCCAAGAAGGTGGCGCCGGAGGTCATCGCGGAGTACACCGTCCGCACCCTCCAGAGGACCGTCCCTCCTGCTGTGCCGGCCATCGTCTTCCTCTCCGGTGGACAGAGCGAGGAGGAGGCGACGCTGAACCTGAACGCCATGAACAAGCTCAGCGCCAAGAAGCCGTGGTCGCTGTCCTTCTCCTTTGGCCGTGCCCTGCAGCAGAGCACGCTCAAGGCCTGGGCTGGCAAGACGGAGAACGTAGAGAAGGCCAGGGCGGCCTTCCTCGTCAGGTGCAAGGCCAACTCCGAGGCTACCCTGGGTACTTACAAGGGTGATGCTGTCCTCGGCGAGGGCGCTGCTGAAAGCCTGCACGTCAAGGACTACAAGTACTGA
>OsFBA7
ATGGCGTCTGCTACTCTCCTCAAGTCATCTTTCCTTCCCAAGAAGTCTGAATGGGGTGCCACCCGCCAGGCTGCCGCCCCCAAGCCGGTGACTGTCTCCATGGTTGTCCGCGCTGGTGCCTACGACGATGAGCTTGTCAAGACCGCGAAAACCATTGCATCACCAGGAAGGGGTATCCTTGCCATGGATGAGTCGAACGCGACCTGCGGTAAGAGGCTTGCGTCAATTGGCCTTGAGAACACCGAGGCCAACCGCCAGGCTTACCGGACCCTCCTTGTCACCGCACCGGGCTTGGGACAGTACATCTCCGGTGCTATCCTCTTCGAGGAGACTCTGTACCAGTCAACTGTAGATGGCAAGAAGATTGTCGACATCCTCACTGAGCAGAAAATCGTTCCAGGTATCAAGGTCGACAAGGGTCTTGTGCCCCTTGCTGGCTCCAACAACGAGTCATGGTGCCAAGGTCTCGACGGCCTTGCCTCGCGCGAGGCGGCATACTACCAGCAGGGCGCTCGCTTCGCCAAGTGGCGCACTGTTGTCAGCATCCCCAACGGCCCATCTGAACTCGCCGTGAAGGAGGCTGCCTGGGGCCTTGCCCGCTACGCCGCCATTTCTCAGGACAACGGGCTGGTGCCGATTGTCGAGCCTGAGATCCTCCTCGACGGTGAGCATGGCATCGACAGGACCTTCGAGGTGGCGCAGAAGGTGTGGGCGGAGACCTTCTTCTACATGGCCGAGAACAATGTGATGTTCGAGGGCATCCTCCTCAAGCCAAGCATGGTGACACCCGGTGCCGAGTGCAAGGACAGGGCCACCCCTGAGCAAGTATCTGACTACACCCTCAAGCTCCTCCACAGAAGGATCCCCCCTGCCGTCCCCGGCATCATGTTCTTGTCGGGTGGGCAGTCGGAGGTGGAGGCGACGCAGAACCTGAACGCGATGAACCAGGGGCCCAACCCGTGGCACGTGTCGTTCTCGTACGCGAGGGCGCTGCAGAACACGTGCCTCAAGACGTGGGGCGGGCAGCCGGAGAACGTGAAGGCGGCGCAGGACGCGCTGCTCCTCCGCGCCAAGGCCAACTCGCTGGCGCAGCTCGGCAAGTACACCAGCGACGGCGAGGCCGCCGAGGCCAAGGAGGGCATGTTCGTCAAGAACTACGTCTACTAA
>OsFBA8
AACGGTGGCGTCGCCGGGGAGGGGGATCTTGGCGATGGACGAGTCGAACGCGACGTGCGGGAAGAGGCTGGCGTCGATCGGAACAGGCAGGCGTACAGGACGCTGCTGGTGACGGCGCCGGGGCTGGGGCAGTACATCTCGGGGGCCATCCTGTTCGAGGAGACGCTGTACCAGTCCACCGTCGACGGCCGGAGGATCGTCGACGTCCTCGCCGAGCAAGGGATCGTGCCCGGGATCAACGTCGACAAGGGCCTCGTCCCGCTGGCAGGGTCCGATCCCGAGTCTTTGGTGCCAGGGGCTCGACGGCCTCGCGACACGCGAGGCCGCCTACTACCAGCAGGGTGCCCGCTTCGTCGAGTGGCGCACCGTCGTCTCCATCCCCAATGCCGGCCCCTCCGCCCTCGCCGTCAAGGAGGCTGCCTAGGGCCTCGCCCGCTACGCCACCATCTCCCAGGAGGACGGGTTGGTGCCGATCGTGGAGCCGGAGATCCTGCTCGACGGCGAGCACAGGGTCGAGAGGACGTTCGAGGTGGCGCAGAAGGTGTGGGCGGACACCTTCTTCCACATGTCGGAGAACAACGTGATGCTCGAGGGGATCCTCCTCAAGCCGAGCATGGTGACCCCGGGCGCCGAGAGCAAGGACGGCGCGGCGACGCCGGAGCAGGTCGCCGCCGCGTCCCGCCGGCGGTGCCCGGCGTCATGTTCCTCTCCGGCGGCCAGTCGGAGGTGGAGGCGACGCGGAAACCTCAACGCCATGAACCAGGCGGCTCCGTCGGCCAACCCGTGGCGGTGGCGCGTCTCCTTCTCCTACGCCAGGGCGCTGCAGAACACCTGCCTCAAGACGTGGGGCAGCCGGCGGGAGAACGTCGCGGCGGCGCAGGGCGAACTCGCTGGCGCAGCTCGGCAAGTACACCAGCGACGGCGAGGCCGCCGAGGCCAGCGAGGGCATGTTCGTCAAGAACTACACCTACTGAAAATAATTTTCGACTGAAAAACTCTGAACATACATATATATTAGTAAGTACATTGCGAGAATTAGGATCACAAGAAGCTTCTCTGAAAACTCTGAACATGTATATATTAGCACATCGAGAGAATGCATCATGGTTACTGTATTTTACAAGGTTTTCTAGATCACAAGAAGCTTATCTGAAAACTCCGAAGATAGATGCTGCCAATCTGCTTAGACATATGGACATCGAGAGGATGCATCATGGTTGCTGTATTTTACAAGGTTTTTCTAGATCTTTGTTTTTTTGGTTTCATTAG
8 amino acid sequences

>OsFBA1

MAMLTAKLTSPPAATTWLPGGGRRSAPPRRATVIRAAAVSYADELVSTAKSVASPGRGILAIDESNATCGKRLASIGLDNTEVNRQAYRQLLLTTAGLGEYISGAILFEETLYQSTTDGKKFVDCLKDQNIMPGIKVDKGLVPLPGSNNESWCQGLDGLASRCAEYYKQGARFAKWRTVVSIPCGPSALAVKEAAWGLARYAAIAQDNGLVPIVEPEILLDGDHAIERTLEVAEKVWSEVFFYLAQNNVLFEGILLKPSMVTPGAEHKQKATPEAIAKHTLTMLRRRVPPAVPGIMFLSGGQSEVEATLNLNAMNQEPNPWHVSFSYARALQNSVLKTWQGRPENVEAAQKALLVRAKANSLAQLGRYTGEGESDEAKKGMFQKGYTY*
>OsFBA2

MSAYCGKYKDELIKNAAYIGTPGKGILAADESTGTIGKRFASINVENVEENRRSLRELLFTTPGALQHLSGVILFEETLYQKTKDGKPFVDVLKEGGVLPGIKVDKGTVEVAGTNKETTTQGHDDLGKRCAKYYEAGARFAKWRAVLKIGPNEPSQLSIDLNAQGLARYAIICQENGLVPIVEPEILVDGSHDIERCAYVTEKVLAACYKALNEHHVLLEGSLLKPNMVTPGSESKKVSPQLIAEYTVRALQRTVPAAVPAIVFLSGGQSEEEATVNLNAMNKLSTKKPWALSFSFGRALQQSTLKAWGGKTENVVKAQKAFITRCKANSEATLGTYQGDAVLGEGASESLHVKDYKY*
>OsFBA3

MSAYCGKYKDELIKNAAYIGTPGKGILAADESTGTIGKRFASINVENVEENRRSLRELLFCTPGALQYLSGVILFEETLYQKTKDGKPFVDVLKEGGVLPGIKVDKGTIEVAGTEKETTTQGHDDLGKRCAKYYEAGARFAKWRAVLKIGPNEPSQLAIDLNAQGLARYAIICQENGLVPIVEPEILVDGPHDIDRCAYVSEVVLAACYKALNEHHVLLEGTLLKPNMVTPGSDAKKVSPEVIAEYTVRTLQRTVPAAVPAIVFLSGGQSEEEATLNLNAMNKLSTKKPWSLSFSFGRALQQSTLREPSRQGLQVLICLGRCWLPLEHSAAVA*
>OsFBA4

MSAFVGKYADELIKTAKYIATPGKGILAADESTGTIGKRLASINVENVEPNRQALRELLFTTPGAFQYLSGVILFEETLYQSTAAGTPFVDVLKAGGVVPGIKVDKGTVDIAGTNGETTTQGLDSLGARCAKYYEAGARFAKWRAVLKIGAAGEPSELAVKQNAEGLARYALICQENGLVPIVEPEILTDGAHDIKTCAAVTERVLAAVYKSLNDHKVLLEGTLLKPNMVTPGSDSPKVGAEVIGEYTVAALRRTVPPAVPGIVFLSGGQSEEEASQNLNAMNKLEVLKPWTLTFSFGRALQQSTIKKWGGKKENVAAAQAAFLARCKANSEATLGKYGGAAGDAATSESLYVKGYTY*
>OsFBA5

MSAYCGKYKDELIRNAAYIGTPGKGILAADESTGTIGKRLASIGVENVEENRRALRELLFTAPGALDCLSGVILFEETLYQSTRDGTPFVDVLAAAGVLAGIKVDKGTVELAGTDRETTTQGHDGLGERCRRYYAAGARFAKWRAVLSIGRASSRPSQLAVDANAQGLARYAIICQENGLVPIVEPEILVDGEHGIEACAEVTERVLAACYKALSDHHVLLEGTLLKPNMVTPGSDAARAPPEVVAEHTVRALLRTVPPAVPAIVFLSGGQSEEEATRNLNAMNQVASRGKKPWSLTFSFGRALQQSTLKAWAGKAENVGKAQAALLARCRANSQATLGAYAGDAAAGEGVSENLHVKDYKY*
>OsFBA6

MSAYCGKYKDELIKNAAYIGTPGKGILAADESTGTIGKRFASINVENVEDNRRAFRELLFCTPGALQYISGVILFDETLYQKTKDGKPFVDVLKEAGALPGIKVDKGTIEVAGTDKETTTQGHDDLGKQCAKYYEAGARFAKWRAVLKIGPNQPSQLAIDLNAQGLACYAIICQENGLVPIVEPEILVDGPHDIDRCAYVSEVVLAACYKALNEHHVLLEGTLLKPNMVTPGSDAKKVAPEVIAEYTVRTLQRTVPPAVPAIVFLSGGQSEEEATLNLNAMNKLSAKKPWSLSFSFGRALQQSTLKAWAGKTENVEKARAAFLVRCKANSEATLGTYKGDAVLGEGAAESLHVKDYKY*
>OsFBA7

MASATLLKSSFLPKKSEWGATRQAAAPKPVTVSMVVRAGAYDDELVKTAKTIASPGRGILAMDESNATCGKRLASIGLENTEANRQAYRTLLVTAPGLGQYISGAILFEETLYQSTVDGKKIVDILTEQKIVPGIKVDKGLVPLAGSNNESWCQGLDGLASREAAYYQQGARFAKWRTVVSIPNGPSELAVKEAAWGLARYAAISQDNGLVPIVEPEILLDGEHGIDRTFEVAQKVWAETFFYMAENNVMFEGILLKPSMVTPGAECKDRATPEQVSDYTLKLLHRRIPPAVPGIMFLSGGQSEVEATQNLNAMNQGPNPWHVSFSYARALQNTCLKTWGGQPENVKAAQDALLLRAKANSLAQLGKYTSDGEAAEAKEGMFVKNYVY*
>OsFBA8

NGGVAGEGDLGDGRVERDVREEAGVDRNRQAYRTLLVTAPGLGQYISGAILFEETLYQSTVDGRRIVDVLAEQGIVPGINVDKGLVPLAGSDPESLVPGARRPRDTRGRLLPAGCPLRRVAHRRLHPQCRPLRPRRQGGCLGPRPLRHHLPGGRVGADRGAGDPARRRAQGREDVRGGAEGVGGHLLPHVGEQRDARGDPPQAEHGDPGRREQGRRGDAGAGRRRVPPAVPGVMFLSGGQSEVEATRKPQRHEPGGSVGQPVAVARLLLLRQGAAEHLPQDVGQPAGERRGGAGRTRWRSSASTPATARPPRPARACSSRTTPTENNFRLKNSEHTYILVSTLRELGSQEASLKTLNMYILAHRENASWLLYFTRFSRSQEAYLKTPKIDAANLLRHMDIERMHHGCCILQGFSRSLFFWFH*
