Highlights
· [bookmark: _Hlk139531828][bookmark: _GoBack]Histological analysis demonstrated that root primordia in Camellia luteoflora originated from the cortex, phloem, and vascular cambium during ARs induction.
· This study provides a comprehensive understanding of the complex process underlying ARs formation and development in C. luteoflora through a multidimensional analysis of anatomical, physiological, and transcriptome data.
· During the early induction stage of ARs, higher SOD activity increased GA3 levels, promoting ARs differentiation. Meanwhile CAT, PPO, POD, IAAO, ABA, SA, and IAA jointly regulated ARs development through the redox and hormone signaling networks. 
· This study identified three modules and 15 key genes, and clarified their positive/negative regulative roles in ARs development of C. luteoflora.
