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Supplementary Figure 1. The exon-intron structural analysis of 71 PMEI genes in Arabidopsis thaliana. The figure was drawn using the TBtools. The legend shows that the blue boxes are exons, the pink boxes are PMEI domains and the green boxes are UTR regions. The dendrogram on the left illustrates the phylogenetic relationships among PME isoforms.
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	Species
	Common name
	PME Symbol
	Function
	Position
	Reference

	Solanum lycopersicum
	Tomato
	PME1.9
	Cell wall modification
	Cell wall, endomembrane system
	[100]

	Solanum lycopersicum
	Tomato
	PME2.1
	Cell wall modification
	Cell wall, endomembrane system
	[101]

	Solanum lycopersicum
	Tomato
	PE1; PE2
	Fruit ripening
	
	[102]

	Solanum lycopersicum
	Tomato
	PMEU1
	Cell wall modification
	Cell wall, endomembrane system
	[98]

	Solanum lycopersicum
	Tomato
	SlPME53
	Iron (Fe) accumulation
	Cell wall
	[103]

	Nicotiana tobacum
	Tobacco
	NtPPME1
	Cell wall modification
	Cell wall
	[104]

	Nicotiana attenuata
	Tobacco
	NaPME1
	Defense against herbivorous insects
	
	[105]

	Nicotiana tobacum
	Tobacco
	AJ249786
	Cell wall modification
	Cell wall
	[106]

	Oryza sativa
	Rice
	OsPME14
	Metal tolerance (Aluminum; Copper; Phosphorus)
	Root
	[107-109]

	Zea mays
	Maize
	ZmPME3
	Pollen tube cell wall modification
	Pistil
	[110]

	Gossypium barbadense/ G. hirsutum
	Cotton
	GhPME1-GhPME5
	Fibre development
	
	[111]

	Gossypium hirsutum/ G. arboreum
	Cotton
	GhPME21
	Microspore development and fertility
	
	[112]

	Populus spp.
	Poplar
	PtoPME35
	Stomatal function and drought response
	Guard cell
	[113]

	Malus domestica
	Apple
	MdPME2
	Fruit mealiness
	
	[114]

	Malus sieversii
	Apple
	MdPME3
	Fruit crispness
	
	[115]

	Pisum sativum
	Pea
	Rcpme1
	Root Development
	Root
	[116]

	Vitis vinifera
	Grape
	PME10
	Plant-pathogen interactions
	Extracellular matrix, cell wall
	[117]

	Pisum sativum
	Pea
	PsPMEP
	Pollen tube growth
	
	[118]

	Actinidia
	Kiwi
	AcPME2
	Osmotic stress and  increased biomass
	
	[119]

	Prunus armeniaca
	Apricot
	PaPME1
	Fruit softening
	
	[120]

	Fragaria vesca
	Strawberry
	FaPE1
	Plant- pathogen interaction
	
	[121]

	Secale cereale
	Rye
	ScPME
	Metal tolerance (Aluminum)
	
	[122]
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