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Fig S1. The effect of tiller angle QTL on the thousand kernel weight. (A) Box plot of QTA.cdac-2H.1 effect in MA population grouped by flanking marker. AWCS276 allele and Morex allele indicate lines with and without the positive allele, respectively. (B) Box plot of QTA.cdac-5H effect in MA population grouped by flanking marker. AWCS276 allele and Morex allele indicate lines with and without the positive allele, respectively. NS indicate no significant differences.
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[bookmark: _GoBack]Fig S2. The gene expression in various tissues in eight candidate genes from the BarleyExpDB. CAR15, Grain of 15DPA. CAR5, Grain of 5DPA. EMB, Embryos. EPI, Epidermis. ETI, Etiolated. INF1, Young Inflorescences. INF2, Inflorescences. LEA, Shoot from the seedlings. LEM, Lemma six weeks PA. LOD, Lodicule. NOD, Developing tillers. PAL, Palea. RAC, Rachi. ROO, Root of four weeks. ROO2, Roots from the seeding. SEN, Senescing leaf.

image1.png
™

[ AWCS276 allele (n=54)

[ AWCS276 allele (n=106)
[ Morex allele  (n=147)

[ Morex allele  (n=95)

=N
S
L

NS NS

| NS NS

N
S
L

Thousand Kernel Weight (g)

8]
S
L

Thousand Kernel Weight (g)

2025WJ 2025CZ 2025WJ 2025CZ




image2.png
41.77 40.49 15.15
6.20 1.33 0.00
4.72 12.40 0.13
0.00 0.00 1.99 0.00 2.20 0.09 0.00 0.00 0.00 0.00 252 0.05 4.64 1.96 4.77 0.00
13.99 17.24 1147 11.49 10.68 20.74 24.40 16.89 14.38 11.10 16.57 16.62 18.09 14.34 12.64 10.05
0.00 0.00 0.00 0.62 0.00 0.00 0.00 0.00 047 0.00 0.00 0.12 0.30 0.00 0.04 0.00
0.00 0.00 0.00 0.00 1.07 0.00 0.00 0.00 0.87 0.00 1.35 0.72 0.40 0.13 1.03 0.00
1.93 5.18 19.98 1.99 0.76 0.00 0.14 048 0.67 037 0.00 0.72 0.05 23.65 17.12 0.20
FHF TSI TS E S

HORVUMOREX.r3.2HG0133450

HORVUMOREX.r3.2HG0134410

HORVUMOREX.r3.2HG0134490

HORVUMOREX.r3.2HG0135650

HORVUMOREX.r3.5HG0508080

HORVUMOREX.r3.5HG0508260

HORVUMOREX.r3.5HG0508300

HORVUMOREX.r3.5HG0509020

140.00
120.00
100.00
80.00
60.00
40.00
20.00
0.00




