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(A) Repeat overlap by exon structure

With repeat overlap
No repeat overlap

0 100 200 300 400
Number of single-exon lncRNAs with overlap

DNA transposon

SINE

LINE

LTR retrotransposon

Low_complexity

Simple_repeat

0  (none detected)

0  (none detected)

0  (none detected)

0  (none detected)

110

363

(B) Repeat class composition (single-exon lncRNAs)
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Figure S4
Repeat/transposable-element overlap of single-exon vs. multi-exon high-confidence lncRNAs


