Figure S5

Co-expression of DELs with their cis-target genes (n = 25 DEL-target pairs)

(A) |r| distribution: DEL x cis-target vs random pairs (B) Direction of co-expression
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o Positive (n=14) Negative (n=11) = DEL X cis-target (n = 25) == Random pairs (n = 1000)



