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Fisher's exact, one-sided  ·  p = 7.49e-14  ·  OR = 74.3

(A) FAR1/FHY3 proportion: genome vs lncRNA cis-targets
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(B) FAR1/FHY3 enrichment among cis-target TFs (Fisher OR + 95% CI)

Figure S9
Significant enrichment of FAR1/FHY3 transcription factors among lncRNA cis-targets


