Table S10 Functional annotation of BrSTM16 interacting proteins
	
	Gene ID
	Protein ID
	Protein annotation

	1
	LOC106401856
	XP_013697919.1
	LWD1 protein containing WD repeat sequence: participates in photoperiod sensing.

	2
	LOC125575200
	XP_048630073.1
	4CL1: 4-Coumarate --CoA Ligase 1-like, Used in the synthesis of several phenylpropane-derived compounds

	3
	LOC125577553
	XP_048594921.1
	Uncharacterized protein

	4
	LOC106421015
	XP_013717318.2
	Phytolongin Phyl1.2:Involved in membrane transport mechanisms

	5
	LOC106371510
	XP_022549017.2
	TBC1 domain family member 5 homologous B isomer X1

	6
	LOC106367302
	XP_048596088.1
	Arabinogalactan O-methyltransferase 1,AGM1

	7
	LOC106347031
	XP_022559639.2
	Kinase interacting protein: part of the membrane-cytoskeletal junction complex

	8
	LOC106367302
	XP_048596088.1
	Arabinogalactan O-methyltransferase 1,AGM1

	9
	LOC125589198
	XP_048617566.1
	Nuclear pore anchor:A component of the nuclear pore complex that plays a role in meristem cell division.

	10
	LOC125576354
	XP_048592172.1
	N-acetylglucosamine

	11
	LOC111198153
	XP_022569272.2
	Bel1-like homeodomain protein 9, BLH9: essential for the maintenance of stem cell fate in branch apical meristem.

	12
	LOC125594074
	XP_048626347.1
	MYB family transcription factor, PHL7: plays a role in transcriptional regulation.

	13
	LOC106452107
	XP_013749583.1
	Late Embryogenesis Abundant,LEA:Response to water scarcity, seed development.

	14
	LOC125597874
	XP_048628327.1
	Uncharacterized protein

	15
	LOC125608782
	XP_048635226.1
	Proline-rich protein-like cell wall-plasma membrane adaptor protein

	16
	LOC106352569
	XP_048592833.1
	Helicase protein

	17
	LOC106346338
	XP_048593888.1
	Transcription factor BHLH121-like

	18
	LOC106361048
	XP_048594804.1
	Polyadenylate-binding protein 2,PABP2:Promote translation initiation and mRNA stability.

	19
	LOC106419366
	XP_013715594.1
	Uncharacterized protein

	20
	LOC106358222
	XP_013653424.1
	Catalase 1（CAT1）: Protects cells from the toxic effects of hydrogen peroxide

	21
	LOC106415107
	XP_013711183.2
	LOW-TEMPERATURE-INDUCED,COR78, LTI78:Involved in cold stress response

	22
	LOC125577942
	XP_048596098.1
	Tripeptidyl-peptidase 2-like（TPP2）: To degrade oxidized proteins produced by environmental stress.

	23
	LOC106447563
	XP_013744967.2
	G-type lectin S receptor-like serine/threonine protein kinase, SD31: ubiquitin protein ligase binding.

	24
	LOC106372175
	XP_013667789.2
	GP1,Vegetative cell wall protein

	25
	LOC106429401
	XP_013725604.2
	Mitochondrial uncoupling protein 5:Oxidative phosphoric acid decoupling activity

	26
	LOC106438645
	XP_048632081.1
	S-adenosylmethionine synthase-like,SAM-2:Involved in methionine adenosine transferase activity, ATP binding

	27
	LOC106433669
	XP_013729951.1
	Uncharacterized protein

	28
	LOC111197717
	XP_022576023.1
	CBL-interacting serine/threonine-protein kinase 7,CIPK7:Participate in cold response

	29
	LOC106442225
	XP_013739391.2
	Protein NBR1 homologues: targeting ubiquitinated protein aggregates

	30
	BNAC03G49810D
	XP_048637907.1
	Uncharacterized protein DNA-binding transcriptional activator activity

	31
	LOC111198090
	XP_048631478.1
	Bel1-like homologous domain protein 1, BLH1: DNA-binding transcription factor activity, response to abscisic acid.

	32
	LOC106366949
	XP_048634463.1
	Bel1-like homologous domain protein 1, BLH1: DNA-binding transcription factor activity, response to abscisic acid.

	33
	LOC106361313
	XP_013656495.1
	Zinc-finger homeodomain protein 2,ZHD2:Transcription factors, involved in DNA binding, seed dormancy.

	34
	LOC111213450
	XP_022570927.1
	CONTINUOUS VASCULAR RING 1,COV1:Involved in the formation of stem microstructure pattern.

	35
	LOC111215768
	XP_022575560.1
	RAS-related protein RABE1e subtype X1 :  involved in membrane transport from the Golgi apparatus to the plasma membrane.

	36
	LOC106366949
	XP_048634463.1
	BEL1-LIKE HOMEODOMAIN 1,BLH1

	37
	LOC106392464
	XP_013688733.2
	Exocyst complex component EXO70H1-like:Part of the extracellular sac complex

	38
	LOC106453255
	XP_048636258.1
	Polypyrimidine tract-binding protein 1,PTB1

	39
	LOC125602488
	XP_048630061.1
	BEL1-LIKE HOMEODOMAIN 1,BLH1

	40
	LOC106408885
	XP_048633299.1
	DNA binding protein SMUBP-2, SMUBP-2

	41
	LOC106435883
	XP_022568861.2
	E3 ubiquitin-protein ligase HAKAI homolog,HAKAI:Ubiquitin protein ligase activity.


	42
	LOC125580902
	XP_048602121.1
	Elongation factor 2,LOS1:Participates in cold reactions, resulting in freeze tolerance

	43
	BNAC03G49810D
	XP_048637907.1
	Uncharacterized protein

	44
	LOC106349544
	XP_013644992.2
	Cysteine Protease, RD21B, Cysteine Protease: involved in proteolysis.

	45
	LOC106438909
	XP_013735654.2
	ACD11 1 union partner

	46
	LOC125575625
	XP_048626553.1
	Uncharacterized protein

	47
	LOC106361314
	XP_013656496.2
	Homolog Protein NBR1 homolog, NBR1: Targets ubiquitinated protein aggregates.

	48
	LOC111199297
	XP_022544810.2
	Uncharacterized protein

	49
	LOC106439847
	XP_013736835.2
	BEL1-like homeodomain protein 7,BLH7:DNA binding transcription factors, transcription cis regulation.



