Physicochemical Properties of BrSTMs Transcription Factors in Brassica rapa
	gene name
	gene number
	chromosomes
	Number of amino acids
	molecular mass
	PI
	Instability index
	Aliphatic index
	GRAVY
	subcellular localisation

	BrSTM1
	Brapa01T000195.1
	A01
	668
	73414.59
	6.43
	54.29
	56.44
	-0.785
	nucleus

	BrSTM2
	Brapa01T000490.1
	A01
	466
	53025.81
	6.45
	50.02
	74.46
	-0.512
	nucleus

	BrSTM3
	Brapa01T000582.1
	A01
	378
	42376.55
	5.89
	59.54
	67.12
	-0.628
	nucleus

	BrSTM4
	Brapa02T000042.1
	A02
	584
	62738.41
	6.68
	43.47
	63.12
	-0.47
	nucleus

	BrSTM5
	Brapa02T000380.1
	A02
	391
	43996.73
	5.91
	64.75
	69.13
	-0.793
	nucleus

	BrSTM6
	Brapa02T002063.1
	A02
	327
	36964.39
	4.91
	55.13
	71.68
	-0.615
	nucleus

	BrSTM7
	Brapa02T002364.1
	A02
	478
	54228.11
	6.56
	35.76
	67.07
	-0.826
	nucleus

	BrSTM8
	Brapa02T004340.1
	A02
	420
	46285.23
	5.62
	61.13
	70.19
	-0.708
	nucleus

	BrSTM9
	Brapa03T000048.1
	A03
	565
	60959.51
	7.79
	44.85
	63.54
	-0.495
	nucleus

	BrSTM10
	Brapa03T000455.1
	A03
	341
	37952.07
	5.5
	63.72
	69.56
	-0.612
	nucleus

	BrSTM11
	Brapa03T000455.2
	A03
	386
	43147.74
	5.94
	64.99
	67.28
	-0.778
	nucleus

	BrSTM12
	Brapa03T001872.1
	A03
	671
	73314.28
	6.61
	34.83
	64.29
	-0.685
	nucleus

	BrSTM13
	Brapa03T001872.3
	A03
	671
	73314.28
	6.61
	34.83
	64.29
	-0.685
	nucleus

	BrSTM14
	Brapa03T001872.2
	A03
	671
	73314.28
	6.61
	34.83
	64.29
	-0.685
	nucleus

	BrSTM15
	Brapa03T002659.1
	A03
	387
	44670.65
	6.1
	50.12
	58.04
	-1.055
	nucleus

	BrSTM16
	Brapa03T004355.1
	A03
	449
	50264.21
	5.82
	47.03
	77.51
	-0.575
	nucleus

	BrSTM17
	Brapa03T005775.1
	A03
	327
	36701.17
	5.65
	55.9
	72.75
	-0.582
	nucleus

	BrSTM18
	Brapa03T005775.2
	A03
	364
	41163.01
	5.9
	59.25
	69.37
	-0.726
	nucleus

	BrSTM19
	Brapa03T005821.1
	A03
	437
	49946.16
	6.14
	49.06
	69.84
	-0.565
	nucleus

	BrSTM20
	Brapa03T005943.1
	A03
	528
	58879.69
	5.92
	46.83
	67.37
	-0.651
	nucleus

	BrSTM21
	Brapa03T005943.2
	A03
	528
	58879.69
	5.92
	46.83
	67.37
	-0.651
	nucleus

	BrSTM22
	Brapa04T001559.1
	A04
	593
	67167.39
	6.51
	46.29
	59.73
	-0.858
	nucleus

	BrSTM23
	Brapa04T001911.2
	A04
	645
	71275.74
	6.64
	50.39
	58.54
	-0.758
	nucleus

	BrSTM24
	Brapa04T002139.1
	A04
	448
	50420.9
	7.26
	47.1
	69.42
	-0.546
	nucleus

	BrSTM25
	Brapa04T002734.2
	A04
	672
	73200.07
	6.42
	36.21
	63.63
	-0.695
	nucleus

	BrSTM26
	Brapa04T002734.1
	A04
	672
	73200.07
	6.42
	36.21
	63.63
	-0.695
	nucleus

	BrSTM27
	Brapa05T000951.2
	A05
	382
	42672.95
	8.77
	39.81
	66.41
	-0.677
	nucleus

	BrSTM28
	Brapa05T000951.1
	A05
	658
	72576.35
	6.4
	40.85
	65.24
	-0.726
	nucleus

	BrSTM29
	Brapa05T000951.3
	A05
	658
	72576.35
	6.4
	40.85
	65.24
	-0.726
	nucleus

	BrSTM30
	Brapa06T001481.1
	A06
	537
	61213.81
	5.76
	51.68
	65.2
	-0.881
	nucleus

	BrSTM31
	Brapa06T002870.1
	A06
	407
	45105.24
	5.89
	60.99
	72.41
	-0.652
	nucleus



