
Supplementary Table S5. Membership coefficients (Q values) of 47 fig genotypes obtained from the exploratory STRUCTURE visualization at K = 2.
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	Q1
	Q2

	1
	0.974
	0.026

	2
	0.01
	0.99

	3
	0.988
	0.012

	4
	0.975
	0.025

	6
	0.974
	0.026

	7
	0.989
	0.011

	8
	0.018
	0.982

	9
	0.032
	0.968

	10
	0.885
	0.115

	12
	0.852
	0.148

	13
	0.471
	0.529

	14
	0.948
	0.052

	15
	0.964
	0.036

	16
	0.949
	0.051

	17
	0.485
	0.515

	18
	0.981
	0.019

	19
	0.943
	0.057

	20
	0.461
	0.539

	21
	0.739
	0.261

	22
	0.618
	0.382

	23
	0.993
	0.007

	24
	0.982
	0.018

	25
	0.574
	0.426

	26
	0.347
	0.653

	27
	0.965
	0.035

	29
	0.961
	0.039

	30
	0.496
	0.504

	31
	0.83
	0.17

	32
	0.02
	0.98

	33
	0.035
	0.965

	34
	0.01
	0.99

	35
	0.378
	0.622

	36
	0.942
	0.058

	37
	0.945
	0.055

	39
	0.009
	0.991

	40
	0.019
	0.981

	41
	0.776
	0.224

	42
	0.021
	0.979

	44
	0.012
	0.988

	45
	0.009
	0.991

	46
	0.599
	0.401

	47
	0.981
	0.019

	48
	0.699
	0.301

	49
	0.301
	0.699

	50
	0.087
	0.913

	51
	0.016
	0.984

	53
	0.05
	0.95



Q1 and Q2 represent the two marker-based components displayed at K = 2. These coefficients are reported solely for exploratory visualization and should not be interpreted as population membership, admixture proportions, or evidence of true population genetic structure
