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	Raw data (G)
	Clean reads
	Q20 (%)
	GC content (%)
	Mapped reads
	Mapped ratio (%)
	Sequence depth

	MG/CC-1
	11.09
	73,496,858
	97.16
	25.28
	59,838,544
	81.42
	30.93

	MG/CC-2
	10.72
	71,060,192
	97.01
	24.91
	57,483,342
	80.89
	29.71

	MG/CC-3
	13.42
	88,922,008
	97.13
	25.64
	72,385,529
	81.4
	37.41

	MG/FD-1
	12.02
	79,739,198
	96.97
	26.83
	65,808,249
	82.53
	34.01

	MG/FD-2
	10.85
	71,992,272
	97.43
	25.66
	58,956,405
	81.89
	30.47

	MG/FD-3
	12.52
	82,971,762
	97.06
	24.86
	67,257,613
	81.06
	34.76



