The generation of the nomogram and the related internal validation plots 
First, copy the data set. Then, run the following programs.
mydata<-read.table("clipboard",header = TRUE,sep = "\t")
mydata<-as.data.frame(mydata)
mydata$POHL<-ifelse(mydata$POHL=="1",1,0)
mydata$sex<-factor(mydata$sex,levels=c(0,1),labels=c("0","1"))
[bookmark: OLE_LINK1]mydata$surgery history<-factor(mydata$surgery history, levels=c(0,1), labels = c("0","1"))
View(mydata)
head(mydata)
names(mydata)
summary(mydata)
str(mydata)
library(readr)
library(rms)
library(regplot)
attach(mydata)
dd<-datadist(mydata)
options(datadist='dd')
fit<-lrm(POHL~.,data=mydata)
fit
nom<-regplot(fit,observation=mydata[1,],center=T,title="Nomogram",points=T, odds=F, showP=T, rank="sd", clickable=T)
cal<-calibrate(fit,method = 'boot',B=1000)
plot(cal,xlim = c(0,1.0),ylim = c(0,1.0))

