	[bookmark: _Hlk199510478]Table S1. Genotype distribution of SREBP1 and SREBP2 gene polymorphisms and Hardy-Weinberg test

	Gene
	SNP
	Chromosome
	Position a
	Function
	Effect/Other
	EAF b
	EAF c
	FST d
	Genotype
	Distribution
	HWE P-value
	Call rate
	Reference e

	SREBP1
	rs11868035
	17
	17655826
	intron
	A/G
	0.864
	0.338
	0.288
	GG/GA/AA
	17/199/643
	0.762
	98.51%
	Liu JX, et al. 2008[1]

	
	rs2297508
	17
	17656042
	3’UTR mutation
	C/G
	0.867
	0.408
	0.228
	GG/CG/CC
	15/197/644
	0.940
	98.17%
	Zhang SX, et al. 2017[2]

	SREBP2
	rs7287010
	22
	40564883
	intron
	C/T
	0.662
	0.430
	0.054
	TT/TC/CC
	102/377/381
	0.557
	98.62%
	Liu FH, et al. 2014[3]

	
	rs2228314
	22
	40606688
	missense mutation
	C/G
	0.185
	0.232
	0.003
	GG/CG/CC
	28/264/572
	0.810
	99.08%
	Vargas-Alarcon G, et al. 2019[4]

	
	rs2267443
	22
	40617400
	3’UTR mutation
	A/G
	0.293
	0.411
	0.015
	GG/GA/AA
	438/356/77
	0.576
	99.89%
	Vargas-Alarcon G, et al. 2019[4]

	
	rs2267439
	22
	40567715
	intron
	T/C
	0.497
	0.692
	0.039
	CC/CT/TT
	213/442/207
	0.540
	98.85%
	Vargas-Alarcon G, et al. 2019[4]

	[bookmark: _Hlk199498021]a Position: GRCh38 version; b Effect allele frequency in this study.; c Effect allele frequency in 1000 Genomes Project database of Europe populations; 











	Table S2. Association of SREBP gene polymorphisms with blood pressure

	Gene
	SNPs
	AIC

	
	
	Additive model
	Dominant model
	Recessive model

	SREBP1
	rs11868035
	4040.34
	4032.21
	4040.21

	
	rs2297508
	4027.85
	4021.23
	4028.22

	SREBP2
	rs7287010
	4060.89
	4060.01
	4062.18

	
	rs2228314
	4085.17
	4085.42
	4085.56

	
	rs2267443
	4111.96
	4112.95
	4111.55

	
	rs2267439
	4075.63
	4075.63
	4075.62

	AIC: Akaike Information Criterion
Gender, age and age2 as covariates.










	[bookmark: _Hlk201840740]Table S3. Association of SREBP gene polymorphisms with SBP

	[bookmark: _Hlk199342919]Gene
	SNP
	Genetic model
	Models
	N
	Unstandardized β (mmHg)
	SE
	P

	SREBP1
	rs11868035
	Additive model
	Model 1
	859
	-0.19
	0.82
	0.816

	
	
	
	Model 2
	859
	0.27
	0.74
	0.716

	
	
	Recessive model
	Model 1
	859
	-0.84
	0.92
	0.363

	
	
	
	Model 2
	859
	-0.42
	0.83
	0.609

	
	rs2297508
	Additive model
	Model 1
	856
	-0.03
	0.84
	0.975

	
	
	
	Model 2
	856
	0.46
	0.75
	0.538

	
	
	Recessive model
	Model 1
	856
	-0.57
	0.93
	0.540

	
	
	
	Model 2
	856
	-0.10
	0.83
	0.906

	SREBP2
	rs7287010
	Additive model
	Model 1
	860
	0.65
	0.60
	0.277

	
	
	
	Model 2
	860
	0.74
	0.53
	0.165

	
	
	Recessive model
	Model 1
	860
	0.57
	0.81
	0.484

	
	
	
	Model 2
	860
	0.58
	0.73
	0.423

	
	rs2228314
	Dominant model
	Model 1
	864
	1.08
	0.85
	0.206

	
	
	
	Model 2
	864
	0.65
	0.77
	0.395

	
	
	Recessive model
	Model 1
	864
	1.21
	2.28
	0.597

	
	
	
	Model 2
	864
	1.56
	2.04
	0.445

	
	rs2267443
	Additive model
	Model 1
	871
	-0.73
	0.55
	0.186

	
	
	
	Model 2
	871
	-1.86
	1.26
	0.142

	
	
	Dominant model
	Model 1
	871
	-0.09
	0.80
	0.906

	
	
	
	Model 2
	871
	-0.63
	0.72
	0.380

	
	
rs2267439
	Additive model
	Model 1
	862
	0.28
	0.58
	0.632

	
	
	
	Model 2
	862
	-0.02
	0.52
	0.974

	
	
	Recessive model
	Model 1
	862
	0.50
	0.95
	0.596

	
	
	
	Model 2
	862
	-0.09
	0.85
	0.916

	SBP: Systolic blood pressure; BMI: Body mass index. Model 1 we add gender, age and age2 as covariates, Model 2 with gender, age, age2 and BMI.  P values <0.05 were set in bold.

















	[bookmark: _Hlk201840754]Table S4. Association of SREBP gene polymorphisms with DBP

	Gene
	SNP
	Genetic model
	Models
	N
	Unstandardized β (mmHg)
	SE
	P

	SREBP1
	rs11868035
	Additive model
	Model 1
	859
	-0.16
	0.56
	0.772

	
	
	
	Model 2
	859
	0.03
	0.55
	0.953

	
	
	Recessive model
	Model 1
	859
	-0.37
	0.63
	0.557

	
	
	
	Model 2
	859
	-0.18
	0.62
	0.767

	
	rs2297508
	Additive model
	Model 1
	856
	-0.10
	0.57
	0.865

	
	
	
	Model 2
	856
	0.11
	0.56
	0.842

	
	
	Recessive model
	Model 1
	856
	-0.26
	0.64
	0.686

	
	
	
	Model 2
	856
	-0.26
	0.64
	0.686

	SREBP2
	rs7287010
	Additive model
	Model 1
	860
	0.18
	0.41
	0.652

	
	
	
	Model 2
	860
	0.20
	0.40
	0.607

	
	
	Recessive model
	Model 1
	860
	0.49
	0.55
	0.381

	
	
	
	Model 2
	860
	0.47
	0.54
	0.382

	
	rs2228314
	Dominant model
	Model 1
	864
	0.04
	0.58
	0.946

	
	
	
	Model 2
	864
	-0.10
	0.57
	0.858

	
	
	Recessive model
	Model 1
	864
	0.52
	1.55
	0.738

	
	
	
	Model 2
	864
	0.66
	1.51
	0.661

	
	rs2267443
	Additive model
	Model 1
	871
	-0.51
	0.42
	0.221

	
	
	
	Model 2
	871
	-0.63
	0.41
	0.122

	
	
	Dominant model
	Model 1
	871
	-0.75
	0.54
	0.167

	
	
	
	Model 2
	871
	-0.93
	0.53
	0.079

	
	
rs2267439
	Additive model
	Model 1
	862
	0.06
	0.39
	0.876

	
	
	
	Model 2
	862
	-0.02
	0.38
	0.954

	
	
	Recessive model
	Model 1
	862
	-0.02
	0.38
	0.954

	
	
	
	Model 2
	862
	0.67
	0.62
	0.280

	SBP: Diastolic blood pressure; BMI: Body mass index. Model 1 we add gender, age and age2 as covariates, Model 2 with gender, age, age2 and BMI.  P values <0.05 were set in bold.








	[bookmark: _Hlk201840767]Table S5. Association of SREBP gene polymorphisms with HBP

	Gene
	SNPs
	Genetic model
	Genotype
	N
	Model 1
	　
	Model 2

	
	
	
	
	
	OR (95%CI)
	P
	　
	OR (95%CI)
	P

	SREBP 1 
	rs11868035
	Additive model
	GG/GA/AA
	17/199/643
	1.39(0.83~2.34)
	0.216
	　
	1.56(0.91~2.66)
	0.107

	
	
	Recessive model
	GG+GA/AA
	216/643
	1.42(0.80~2.52)
	0.226
	
	1.59(0.88~2.89)
	0.127

	
	rs2297508
	Additive model
	GG/CG/CC
	15/197/644
	1.37(0.81~2.32)
	0.234
	
	1.55(0.90~2.68)
	0.112

	
	
	Recessive model
	GG+CG/CC
	212/644
	1.42(0.80~2.51)
	0.233
	　
	1.60(0.88~2.91)
	0.126

	SREBP 2
	rs7287010
	Additive model
	TT/TC/CC
	102/377/381
	0.99(0.71~1.39)
	0.963
	
	1.03(0.73~1.45)
	0.883

	
	
	Recessive model
	TT+TC/CC
	409/381
	0.97(0.61~1.54)
	0.901
	
	1.00(0.62~1.60)
	0.993

	
	rs2228314
	Dominant model
	GG/CG+CC
	28/836
	1.37(0.86~2.18)
	0.187
	
	1.30(0.80~2.12)
	0.285

	
	
	Recessive model
	GG+CG/CC
	292/572
	1.66(0.56~4.94)
	0.362
	
	1.82(0.59~5.60)
	0.294

	
	rs2267443
	Additive model
	GG/GA/AA
	438/356/77
	1.08(0.77~1.53)
	0.646
	
	1.02(0.71~1.46)
	0.928

	
	
	Dominant model
	GG/GA+AA
	438/433
	1.18(0.75~1.87)
	0.474
	
	1.09(0.68~1.74)
	0.734

	
	rs2267439
	Additive model
	CC/CT/TT
	213/442/207
	1.10(0.79~1.52)
	0.573
	
	1.04(0.74~1.45)
	0.824

	
	
	Recessive model
	CC+CT/TT
	655/207
	1.08(0.64~1.82)
	0.778
	
	0.97(0.56~1.67)
	0.908

	HBP: High blood pressure; BMI: Body mass index; Model 1 we add gender, age and age2 as covariates, Model 2 with gender, age, age2 and BMI. 





[bookmark: _Hlk201916937]
[bookmark: OLE_LINK1]Figure S1. Interaction plot of gender and SREBP2/rs2228314
(HBP: High Blood Pressure; SREBP: Sterol regulatory element-binding protein; adjusted for age, age2 and body mass index)






	Figure S2. Interaction plot of nutritional status and SREBP2/rs2267439
(HBP: High Blood Pressure; SREBP: Sterol regulatory element-binding protein; adjusted for age, age2 and gender)
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