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Supplementary Figure S1. Screening of miR-181a in HCC and healthy liver tissues. The expression level of miR-181a was significantly higher in the HCC tissues than that in the healthy liver tissues (P=0.0244).



[image: ]
Supplementary Figure S2. Uncropped original blots of DCN and GAPDH proteins. 
Panels (A): primary antibody against DCN.
Panel (B): primary antibody against GAPDH.
Panels (A) and (B) represent images from the same blot for the first (lanes 3–5) and second (lanes 7–9) biological repeats. The samples loaded in lanes 7–9 are those shown in the body of the main paper in Figure 2e. Lane 3, siDCN; lane 4, negative control; lane 5, miR-181a; lane 6, ladder; lane 7, negative control; lane 8, siDCN; and lane 9, miR-181a. Lanes 1 and 2 contain samples that were not included in the manuscript.
Panels (C): primary antibody against DCN.
Panel (D): primary antibody against GAPDH.
Panels (C) and (D) represent images from the same blot for the third biological repeat (lanes 5–7). Lane 1, ladder 1; lane 2, ladder 2; lane 5, siDCN; lane 6, negative control; and lane 7, miR-181a. Lanes 3, 4, 8, and 9 contain samples that were not included in the manuscript. 
The loading controls were run on the same gel. Then, the blot was cropped during the experiment as a different set of secondary antibodies was used for DCN and GAPDH. Grouped blots from different parts of the same blot are presented in Figure 2e in the manuscript file, where the dashed line delineates the cropping site.
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Supplementary Figure S3. Representative images for the colony forming assay. (A) Control un-transfected HuH-7 cells, (B) HuH-7 cells transfected with specific siRNAs against DCN as a positive control, and (C) HuH-7 cells transfected with miR-181a mimics.
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Supplementary Figure S4. TCGA data for the differential expression pattern of miR-181a and DCN in HCC and normal liver tissues. TCGA data revealed the overexpression of miR-181a in 370 HCC tissues compared to that in 50 normal liver tissues. They also revealed the down expression of DCN in 374 HCC tissues compared to that in 50 normal liver tissues.
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hsa-miR-181a-5p with 370 cancer and 50 normal samples in
LIHC

Data Source: ENCORI project
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DCN with 374 cancer and 50 normal samples in LIHC
Data Source: ENCORI project
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