Supplementary Figure 1. A schematic diagram showed that a region flanking rs2811182 with A or G allele was cloned upstream of the DPYD promoter-luciferase reporter vector.
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Supplementary Figure 2. Bioinformatics analysis shows that rs2811182 might affect the binding affinity of transcription factor POU1F1.
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Supplementary Figure 3. The correlation analysis of DPYD and POU1F1 expression in CRC from the TCGA database.
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Supplementary Figure 4. Kaplan-Meier survival curves for the correlation between DPYD expression and the OS of CRC patients in TCGA database.
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Supplementary Figure 5. The β-alanine metabolic genes expression pattern in CRC tissues. (A-B) Relative expression levels of differentially expressed genes in unmatched colorectal cancer specimens from the TCGA database. 
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