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Figure 1B
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Figure 4D
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Figure 6D
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Figure 6D
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Figure 6D
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Figure 6D
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Figure 7B
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Figure 7D
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Figure 7D
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Figure 7D

1. Sham
2. RE
€— GAPDH 36 kDa 3. RE+AAV-NC
<— Snail 29 kDa 4. RE+AAV-MUC6-siRNA

5. RE+AAV-MUCG6-OE

GAPDH
36 kDa

Snall
29 kDa




Figure S4
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Figure S4
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Figure S4
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