Supplementary Table S1. Subgroup analyses of post-transplant HCV recurrence rates
Data are presented as recurrence rate (%). P-values indicate between-group comparisons within each subgroup category.
	Subgroup
	Recurrence rate (%)
	p-value

	Genotype 1b
	53.2
	0.43

	Other genotypes
	42.8
	

	Age ≥60 years
	59.1
	0.07

	Age <60 years
	42.0
	

	Deceased donor transplant
	66.6
	0.12

	Living donor transplant
	48.2
	



Supplementary Table S2. Exploratory propensity score–matched comparison of post-transplant HCV recurrence by pre-transplant DAA exposure
Note: This propensity score–matched analysis is exploratory/hypothesis-generating only because the pre-transplant DAA group was very small (n = 8), which limits statistical precision and robustness.
	Group (PSM-matched)
	Post-transplant HCV recurrence (%)
	p-value

	Pre-transplant DAA
	0.0
	<0.01

	No pre-transplant DAA
	54.2
	


Matching was performed 1:1 using nearest-neighbor matching without replacement; p-value should be interpreted with caution given the small matched sample size.

Supplementary Table S3. Cox proportional hazards regression for overall survival in patients with HCV recurrence (n=49; survival >3 months)

	Predictor
	Category / unit
	HR (95% CI)
	p-value

	Pre-TX HCV RNA
	Negative (n=7)
	Reference
	

	Pre-TX HCV RNA
	Positive (n=28)
	27.866 (0.000–7477973)
	0.602

	Recipient DM
	Yes (n=7)
	Reference
	

	Recipient DM
	No (n=41)
	25.749 (0.001–1139815)
	0.552

	Additional diseases
	No (n=30)
	Reference
	

	Additional diseases
	Yes (n=19)
	0.348 (0.039–3.128)
	0.346

	Pre-TX HCC
	No (n=33)
	Reference
	

	Pre-TX HCC
	Yes (n=16)
	1.577 (0.261–9.543)
	0.620

	Pre-TX HCV treatment
	Yes (n=1)
	Reference
	

	Pre-TX HCV treatment
	No (n=45)
	0.104 (0.012–0.943)
	0.044

	Pre-TX MELD
	per unit
	0.927 (0.748–1.147)
	0.484

	Pre-TX ALT
	per unit
	1.000 (0.994–1.006)
	0.924

	Post-TX ALT
	per unit
	0.999 (0.991–1.008)
	0.862



Supplementary Table S4. ROC analysis for prediction of post-transplant HCV recurrence
	Model variable(s)
	AUC
	Sensitivity
	Specificity

	Logistic model (key predictors as in Table 4)
	0.832
	78.2%
	80.5%


AUC was derived from the multivariable logistic regression model predicting HCV recurrence; the ROC curve is shown in Figure 1.

