Supplementary Appendix (Supplementary Methods).
Propensity score matching 
Propensity score matching (PSM) was conducted as an exploratory, hypothesis-generating analysis to describe recurrence differences between patients who received pre-transplant DAA therapy and those who did not. Because the pre-transplant DAA group was extremely small (n = 8), the matched analysis is not intended for definitive inference and is provided for completeness.
A propensity score for receiving pre-transplant DAA therapy was estimated using logistic regression including age, sex, MELD score, donor type (living vs deceased donor), pre-transplant HCC status, and comorbidities. We performed 1:1 nearest-neighbor matching without replacement using a caliper of 0.2 of the standard deviation of the logit of the propensity score. Post-matching balance was assessed using standardized mean differences. Recurrence rates were compared descriptively; p-values, when shown, should be interpreted with caution due to the very small, matched sample size.
