Supplementary Table 3. Per-patient immunohistochemical H-scores by H. pylori status.
	Patient ID
	H. pylori status
	DUSP1 H-score
	RGS2 H-score
	TIMP1 H-score
	CXCR4 H-score

	GC01
	Positive
	158.90
	162.29
	76.04
	20.98

	GC02
	Positive
	125.74
	188.58
	159.99
	30.90

	GC03
	Positive
	92.71
	164.49
	191.21
	2.20

	GC04
	Positive
	112.47
	157.12
	127.29
	29.42

	GC05
	Positive
	148.25
	133.30
	139.26
	20.07

	GC06
	Positive
	176.05
	134.48
	151.63
	4.45

	GC07
	Positive
	148.31
	190.71
	179.64
	60.75

	GC08
	Positive
	102.91
	225.78
	136.74
	17.92

	GC09
	Positive
	139.59
	151.22
	212.97
	84.49

	GC10
	Negative
	88.90
	155.58
	121.18
	5.06

	GC11
	Negative
	14.21
	86.88
	40.42
	5.67

	GC12
	Negative
	17.11
	77.97
	78.33
	4.54

	GC13
	Negative
	36.39
	125.36
	50.64
	5.96

	GC14
	Negative
	66.33
	182.91
	147.23
	1.41

	GC15
	Negative
	133.20
	145.29
	113.35
	11.84

	GC16
	Negative
	55.44
	103.80
	49.67
	26.44

	GC17
	Negative
	61.49
	88.40
	128.54
	12.92

	GC18
	Negative
	92.06
	138.71
	52.52
	5.46


 
H-scores were quantified using Saiviewer digital image analysis software and represent the per-patient mean of three representative fields per section at 20× magnification. Values are presented to two decimal places. H-score = (p1 × 1) + (p2 × 2) + (p3 × 3), where p1, p2, and p3 are the percentages of positively stained area at intensities of 1+, 2+, and 3+, respectively (range, 0–300). H. pylori status was determined by both the ¹³C urea breath test and histopathological assessment of H&E-stained sections. Patient identifiers were anonymized and assigned sequentially.
