[bookmark: _GoBack]Supplementary Table 1. Sequences of Primers Used for Simplex and Multiplex PCRs for Detection of Genes Encoding Aminoglycoside Modifying Enzyme and 16S rRNA Methyltransferase genes in Κ. pneumoniae
	PCR
name
	Targeted gene
	Primer name
	Sequence (5' to 3' direction)
	Amplicon size, bp
	Reference

	AAC(6’)-Ib
	aac(6’)-Ib
	AAC(6’)-IF
	TATGAGTGGCTAAATCGΑT
	395
	1

	
	
	AAC(6’)-IR
	CCCGCTTTCTCGTAGCA
	
	

	AAC(3’)-IIa
	aac(3’)-IIa
	AAC(3’)-IIF
	GCCGACTGGCACTGTGATGGGATAC 
	359
	2

	
	
	AAC(3’)-IIR
	TGCAATGCGGTAACGGAGTTTAGCG
	
	

	AAC(3’)-Ia
	aac(3’)-Ia
	AAC(3’)-IF
	ACAAAGTTAGGTGGCTCAAGTATGGGCATC
	407
	2

	
	
	AAC(3’)-IR
	TCACCGTAATCTGCTTGCACGTAGATCAC
	
	

	AAC(3’)-IV
	aac(3’)-IV
	AAC(3’)-IVF
	CTCGAAGATGGGCCACTTGGACTGATC
	367
	2

	
	
	AAC(3’)-IVR
	AACTCGGCAAGATGCAGCGTCGTG
	
	

	APH(3')-VI
	aph(3')-VI
	APH(3')-VIF
	CGGAAACAGCGTTTTAGA
	716
	3

	
	
	APH(3')-VIR
	TTCCTTTTGTCAGGTC
	
	

	ANT(2’)-Ia
	ant(2’)-Ia
	ANT(2’)-IF
	ATGCGCTCACGCAACTGGTC
	749
	4

	
	
	ANT(2’)-IR
	GCATATCGCGACCTGAAAGC
	
	

	ANT(3’)-I
	ant(3’)-I
	ANT(3’)-IF
	GTGGATGGCGGCCTGAAGCC
	526
	5

	
	
	ANT(3’)-IR
	ATTGCCCAGTCGGCAGCG
	
	

	Multiplex 1
	rmtA
	rmtAF
	AAACTATTCCGCATGGTTC
	88
	6

	
	
	rmtAR
	TCATGTACACAAGCTCTTTCC
	
	

	
	rmtC
	rmtCF
	CAGGGGTTCCAACAAGT
	246
	

	
	
	rmtCR
	AGAGTATATAGCTTGAACATAAGTAGA
	
	

	
	rmtD
	rmtDF
	TCGTTTCAGCACGTAAAACA
	652
	

	
	
	rmtDR
	CAGCGCGAAATTCAAAAAGG
	
	

	
	rmtG
	rmtGF
	ACGGAATGCCGCGCGAAGTA
	381
	

	
	
	rmtGR
	TCTCCGCAAGCAGATCGCCG
	
	

	
	rmtH
	rmtHF
	ATGACCATTGAACAGGCAGC
	464
	

	
	
	rmtHR
	AGGGCAAAGGTAAAATCCCA
	
	

	Multiplex 2
	armA
	armAF
	ATTTTAGATTTTGGTTGTGGC
	101
	6

	
	
	armAR
	ATCTCAGCTCTATCAATATCG
	
	

	
	npmA
	npmAF
	GGGCTATCTAATGTGGTG
	229
	

	
	
	npmAR
	TTTTTATTTCCGCTTCTTCGT
	
	

	
	rmtB
	rmtBF
	ACTTTTACAATCCCTCAATAC
	171
	

	
	
	rmtBR
	AAGTATATAAGTTCTGTTCCG
	
	

	
	rmtE
	rmtEF
	GATGCCGTGTCTGTTACGCCG
	446
	

	
	
	rmtER
	ACGTGAACCCACGAGTCCTGC
	
	

	
	rmtF
	rmtFF
	CGATCCTACTGGGCTCCAT
	314
	

	
	
	rmtFR
	GGCATAGTGCTTTTCCATGC
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