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1 2 4 5 6 § 9 10 11 12 13 14 156 16 17 19 20 23 24 25 27 28 29 30 31 32 33 M
1 Noravia 02 #ee 08,8 93,8 98.9 97.8 08 91.6 88,6 84.9 84,5 B6.1 84.8 847 84.4 84.3 84.3 83.9 83.7 83.9 83.9 76.4 73.5 72.8 63.1 71.2 70.8 7L.5 65.3 65.3
2 Noravia 85 1.2+ 100 99.6 98.3 98 90.9 87.9 85 84.7 85.2 84.7 84.7 84.4 84.2 84,2 84 83.5 84 83.4 83.9 83.9 76.2 73.3 72.3 63.2 70.7 70.6 TL5 64.9 64.9
3 Noravia 93 L2 0 99.6 98.3 98 90.9 87.9 85 84.7 85.2 84.7 84.7 84.4 84.2 84,2 84 83.5 84 83.4 83.9 83.9 76.2 73.3 72.3 63.2 70.7 70.6 TL.5 64.9 64.9
4 Noravia 94 1.1 0.4 0.4#= 98,1 98.2 88.1 84.9 84.6 B86.1 84.7 84.6 84.4 84.2 84.2 84.1 83. 4 83.8 83.8 76.3 73.3 72.2 63 70.7 70.7 7L5 65.1 65.1
5 Koziky 47 2.2 L7 2wt 08,5 88.1 84.9 84.5 86.6 85 849 84.9 84.8 84.8 83.3 83.9 84,1 84.1 76.3 73.7 72.8 63.2 70.7 70.7 TL1 64.6 64.6
6 Koziky76 2.1 2.1 L8 1.5k 88.3 85.5 84.9 B86.5 85.2 85.1 85.1 84.9 84.8 83.7 83.7 83.0 84 76.8 73.5 72.7 63.2 TL3 7L2 TL8 64.5 64.5
7 Croatia 9.1 9.9 9.6 10.1 9.1 88.1 86.1 86 85.6 84.9 84.8 84.5 84.4 84.3 84.8 84.4 84,4 84 73.3 72.5 65.3 717 71 70.6 63.8 63.8
8 Germ 20 12.5 13.5 13.2 13.2 12.9 ook 86 86.1 83.4 84.1 84 83.8 83.8 83.8 85.3 84.2 84,4 83.9 74.3 73.6 64.2 71.4 70.2 70.8 64.6 64.6
9 Kosiceldd 7.2 17 17.1 17.4 16.3 15.8 = 97,7 01 85.4 85.3 84.5 84.4 B84.2 85.2 85 85.2 85.2 73.2 73 64.3 715 TL2 69.4 64.8 64.8
10 Kosice667 17.7 17.4 17.5 17.9 17.1 15,6 2.4 ek 01 85.2 85.2 84 83.9 B83.7 84.9 85.3 85.5 85.2 72.9 73.1 64.7 70.9 713 69.9 63.8 63.8
11 Serbia 15.4 15.3 5.4 15 15 16.8 9.8 9.8k 851 85 84.4 84.3 84,1 84.1 84.9 85.1 84.7 73.5 73.6 63.2 71.6 71,2 69.4 65.3 65.3
12 Lodz-1 17.3 17.4 17.4 17 16.7 18.2 16.4 16.6 15,8k  99.9 90.9 90.7 90.4 83.6 84.2 83.5 83.7 74 72.9 63.6 72.1 70.2 69.6 66 66
13 Lodz-2 17.4 17.4 17.5 17.1 16.9 18.3 16.5 16.7 17 0.1#= 90.8 90.6 90.4 83.6 84.1 83.4 83.6 73.9 72.8 63.6 72 70,2 69.5 66.1 66.1
14 Gern D5-98 17.7 17.8 17.8 17.2 16.8 18.4 17.6 18.3 17.8 10 10. 1= 99.8 99.4 84.6 84.3 8.4 84 73.6 73.4 62.7 72.7 TL.8 70.5 65.6 65.6
15 Gern D17-98 179 18 18 17.5 17 18.4 17.7 18.4 17.9 10.2 10.3 0.2+ 99,6 84.6 84.3 83.4 83.8 73.5 73.4 62.8 72.6 TL.6 70.4 65.4 65.4
16 Germ D63-98 179 18 18 17.5 17.2 18.4 17.9 18.6 18.1 10.5 10.6 0.6 0.4 %6t 84.4 84.1 83.2 83.6 73.6 72.9 62.7 72.5 715 70.3 65.2 65.2
17 Karat1a322 18.6 18.3 18.3 18.2 19.5 18.8 16.7 17 17.3 18.4 18.7 18.8 17.4 17.5 17.7 %% 86 86 85.8 73.7 72.3 63.3 69.8 70.5 70.5 63.6 63.6
18 Tula Xinjiang4 16.3 16.6 16.6 16.6 17.1 16.6 16 16.2 16.7 17.2 16.4 16.5 17.3 17.5 17.6 8.4 stk 87.4 86.8 86.6 73.6 73.2 63 713 70.4 70.4 64 64
19 Onsk23 18.1 18.6 18.5 18.6 18.6 18.1 19.1 17.8 18.3 18.1 17.9 18 17.3 17.5 17.7 15.7 85. 4 85.6 85.6 73.3 72.4 62.7 716 TL1 69 63.1 63.1
20 Tula76 18.6 18.8 18.8 18.9 18.4 18.5 18 16.8 16.5 17 17.8 17.9 17.7 17.7 17.9 15.7 ok 94,7 95.1 73.7 72.7 63.9 72 72,4 70 64.5 64.5
21 Tula 175 18.5 18.2 18.2 18.4 17.7 17.7 16.8 16.6 16.4 17.1 17 17.1 17.1 17.1 17.3 14.4 4.7 96.4 95.5 73.6 73.5 63.8 71.8 TL8 70.4 64.2 64.2
22 Tula 249 18.7 18,9 18.9 19.1 18.5 18.5 18.4 16.5 16.3 17.1 17.8 17.9 17.2 17.5 17.7 15.8 1.6 94,3 94.9 73.8 73.2 63.4 71.8 72,8 70.3 64.4 64.4
23 Tula23 18.4 18.3 18.3 18.5 18.1 18.1 17.7 16.5 16.3 15.8 18.8 18.9 18.9 18.9 19.2 16 5.5 sk 97,7 73.7 72.4 62.7 71.8 T1.2 69.2 64.1 64.1
24 Tulah3 18.4 18.4 18.4 18.5 18.2 18 18.4 16.5 16.7 17.2 18.5 18.6 18.2 18.4 18.6 15.9 5.2 2,3 e 73.7 72.6 62.8 71.8 71,9 69.3 64.3 64.3
25 TSLAY 28.9 29.2 29,2 28.9 29.8 20.6 28.8 28 28.5 28.9 27.2 27.4 29.7 29.9 30.1 28.6 28.8 29.3 29.5 73.1 73 65.3 71.2 71,7 70.7 65.3 65.3
26 PHV 29.5 29.8 29.8 29.7 29.8 20.4 20.8 29.9 31 28.7 30.1 30.2 28.8 29 29.2 30.3 28.9 29.9 30 72.8 73.9 65.8 73.7 73,4 7.1 66 66
27 PULY 33.8 34.2 34,2 34.2 33.5 33.7 33.3 34.5 34.5 33.4 32.6 32.8 33.8 34 33.8 33.4 32.9 33.5 33.3 = 70,8 619 70.2 69.8 69.4 65.9 65.9
28 LX307 35.7 36.4 36,4 36.7 35.6 35.9 34 36.5 36.2 35.5 36.8 37 35.7 35.7 35.8 36.2 36.2 36.8 36.6 38.9 ek 64,6 72.3 73.1 72 64.8 54.8
29 DOBY 54.3 54.2 54,2 54.7 54 54 54,6 53.7 52.6 54.2 55.8 55.8 55.2 55.4 33.6 54.2 52.4 54 54.4 58.7 54.2#e=  €6.4 065 64.3 T4 T4
30 BAYYV 38 38.9 38.9 39 38.3 38.3 38.7 37.4 37.8 37.5 36.1 36.3 36 36.1 36.3 40 38 37.9 38.7 38.7 35 39.5 36.2 50.5 #xt 76,8 76.7 63.2 63.2
31 ANDY 40.5 40.3 40.3 40.2 39.9 39.4 41.1 38.4 38.6 38.8 39.9 40.1 38 38.3 38.3 139 38.9 40.5 39.5 41.1 35.6 53.9 28,1k  76.4 65.7 65.7
32 Sw 37.8 37.8 37.8 37.8 37.5 37.4 30.2 40.1 39.3 39.2 39.8 39.9 38.7 39 39.3 38.8 38 40.9 4.7 42 42.1 36.6 511 27.5 28,3 =+x  64.7 64.7
33 SEOV 5L.1 511 150.9 51.1 51.1 52,1 53.2 53.6 50.9 50.8 50.8 51.6 52 32.2 53.2 52.3 52,6 52.7 52.8 51.5 32,5 54.9 51,2 53.6 %= 100
34 HTNY 51.1 51.1 1509 51.1 51.1 52.153.2 53.6 50.9 50.8 50.8 51.6 52 32.2 53.2 52.3 52.6 52.7 52.8 51.5 32.5 54.9 51.2 53.6 0
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1 2 3 4 5 6 7 8 9 10 11 12 13 14 156 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34
1 Moravia 02 6 99.7 99.7 99.7 99.5 100 99.5 98.2 98.2 98 98 96.7 96.5 97 96.7 96.7 95.7 96.5 95.2 96 96.7 96.2 96.2 96.2 84.8 81.8 78.5 78 60.9 75.2 742 73 61.4 61.4
2 Moravia 86 0.3 #kk 100 99.5 99.2 99.7 99.2 98.2 98 97.7 97.7 96.5 96.5 96.7 96.5 96.5 95.5 96.2 94.9 95.7 96.5 96 96 96 84.6 81.6 78.5 77.8 60.9 74.9 73.9 72.7 61. 4 61.4
3 Moravia 93 0.3 0k 99,5 99.2 99.7 99.2 98.2 98 97.7 97.7 96.5 96.5 96.7 96.5 96.5 95.5 96.2 94.9 95.7 96.5 96 96 96 84.6 81.6 78.5 77.8 60.9 74.9 73.9 72.7 61.4 61.4
4 Moravia 94 0.3 0.5 0.5#tx 99,2 99.7 99.2 98 98 97.7 97.7 96.5 96.2 96.7 96.5 96.5 95.5 96.2 94.9 95.7 96.5 96 96 96 84.6 81.6 78.3 77.8 60.9 74.9 73.9 72.7 61.4 61.4
5 Koziky 47 0.5 0.8 0.8 0.8t 99.5 99 97.7 98 97.7 97.7 96.7 96.5 97 96.7 96.7 95.5 96.2 94.9 95.7 96.5 96 96 96 84.6 81.6 78.3 77.5 60.9 75.4 74. 4 73.2 61.1 61.1
6 Koziky76 0 0.3 0.3 0.3 0.5+ 99.5 98.2 98.2 98 98 96.7 96.5 97 96.7 96.7 95.7 96.5 95.2 96 96.7 96.2 96.2 96.2 84.8 81.8 78.5 78 60.9 75.2 742 73 61.4 61.4
7 Croatia 0.5 0.8 0.8 0.8 1 0.5 98.2 98.2 98 98 96.7 96.5 97 96.7 96.7 95.7 96.5 95.2 96 96.7 96.2 96.2 96.2 84.8 81.8 78.5 78 61.4 75.2 T4.2 73.5 61.4 61.4
8 Germ 20 1.8 1.8 18 2 2.3 1.8 LBk 97.2 97 97 96 96 96 95.7 95.7 95.7 96 94.7 94.9 95.7 95.2 95.2 95.2 83.8 80.8 79 77.3 60.6 74.7 73.7 72.5 61.1 61. 1
9 Kosiceldd 1.5 1.8 1.8 L8 1.8 1.5 15 2.6#%= 99.7 99.7 97.2 97 97.7 97.5 97.5 96.7 97.7 96 97.5 98.2 97.7 98 97.7 85.4 81.9 79.1 78.6 60.9 75.7 744 73 61.1 61.1
10 Kosice667 1.8 2 2 2 2 1.8 1.8 2.8 0.3k 09.5 97 96.7 97.5 97.2 97.2 96.5 97.5 95.7 97.2 98 97.5 97.7 97.5 85.1 81.6 78.8 78.3 60.6 75.4 74.2 72.8 60.9 60.9
11 Serbia 1.8 2 2 2 2 1.8 18 2.8 0.3 0.5+ 975 97.2 98 97.7 97.7 96.5 97.5 95.7 97.2 98 97.5 97.7 97.5 85.6 81.6 79.3 78.8 60.6 75.9 74.7 73.3 61.4 61. 4
12 Lodz-1 3.1 3.4 3.4 3.4 3.4 3.1 3.1 3.9 2.8 3.1 2.6+ 99.7 99 98.7 98.7 95.7 96.7 96.2 96 96.7 96.2 96.2 96.2 84.4 81.1 78.3 78.1 60.4 75.9 74. 4 73.3 61.4 61.4
13 Lodz-2 3.4 3.4 3.4 3.6 3.6 3.4 3.4 3.9 3.1 3.4 2.8 0.3+ 98.7 98.5 98.5 95.5 96.5 96 95.7 96.5 96 96 96 84.1 80.9 78.3 77.8 60.4 75.7 742 73 61.4 61.4
14 Germ D5-98 2.8 3.1 3.1 3.1 3.1 2.8 2.8 3.9 2.3 2.6 2 1 L3k 99.7 99.2 95.7 96.7 96 96.5 97.2 96.7 96.7 96.7 84.9 81.9 78.6 78.1 60.4 75.9 74.4 73.3 61.4 61.4
15 Germ D17-98 3.1 3.4 3.4 3.4 3.4 3.1 3.1 42 2.6 2.8 2.3 13 L5 0.3+ 09.5 95.5 96.5 95.7 96.2 97 96.5 96.5 96.5 84.6 81.6 78.3 78.1 60.4 75.9 74.4 73.3 61.4 61.4
16 Germ D63-98 3.1 3.4 3.4 3.4 3.4 3.1 3.1 42 2.6 2.8 2.3 1.3 1.5 0.8 0.5k 955 96.5 95.7 96.2 97 96.5 96.5 96.5 84.6 81.6 78.3 78.1 60.4 75.9 74.4 73.3 61.1 61.1
17 Karat1a322 4.4 4.7 47 4.7 47 4.4 4.4 44 3.4 3.6 3.6 44 4.7 44 4.7 4.7%= 98,2 96.5 97.2 98 97.5 97.2 97.5 83.6 81.1 78.6 78.3 60.9 75.2 73.9 72.8 61.1 61.1
18 Tula Xinjiangd4 3.4 3.6 3.6 3.6 3.6 3.4 3.4 3.9 2.3 2.6 2.6 3.4 3.6 3.4 3.6 3.6 1.8k 97.5 97.5 98.2 97.7 97.7 97.7 83.9 81.1 78.6 78.1 61.1 75.4 74.7 72.5 61.4 61. 4
19 Omsk23 5 5.2 5.2 5.2 5.2 5 5 5.5 42 44 44 3.9 42 42 4.4 4.4 3.6 2.6 wkx 96 96.7 96.2 96 96.2 83.3 80.8 77.3 77 60.6 74.9 742 71.5 60.9 60.9
20 Tula76 3.9 4.2 4.2 4.2 42 3.9 3.9 5 2.6 2.8 2.8 4.1 4.4 3.6 3.9 3.9 2.8 2.6 44wk 99.2 99.2 98.5 98.7 84.1 82.4 79.1 77.6 60.9 75.4 73.7 72.8 61.4 61.4
21 Tula_175 3.1 3.4 3.4 3.4 3.4 3.1 3.1 42 18 2 2 3.4 3.6 2.8 3.1 3.1 2 1.8 3.6 0.8k 099.5 99.2 99.5 84.6 82.1 79.3 78.1 61.4 75.7 74.4 73 61.4 61.4
22 Tula_249 3.6 3.9 3.9 3.9 39 3.6 3.6 47 2.3 2.6 2.6 3.9 4.1 3.4 3.6 3.6 2.6 2.3 42 0.8 0.5%= 98.7 99 84.1 82.1 79.6 78.1 61.1 75.9 74.2 73.3 61.6 61.6
23 Tula23 3.6 3.9 3.9 3.9 3.9 3.6 3.6 4.7 2 2.3 2.3 3.9 4.1 3.4 3.6 3.6 2.8 2.3 42 L5 0.8 L3+ 087 84.1 821 78.8 78.1 60.4 75.4 73.9 72.8 60.9 60.9
24 Tulab3 3.6 3.9 3.9 3.9 39 3.6 3.6 47 2.3 2.6 2.6 3.9 4.1 3.4 3.6 3.6 2.6 2.3 42 L3 0.5 1 1.3#ek 84,4 81.9 78.8 77.8 61.1 75.2 73.9 72.8 61.1 61.1
25 ISLAV 6.7 17 17 17 17 16.7 16.7 17.9 16.3 16.6 16 17.2 17.6 16.6 16.9 16.9 18.5 18.2 18.6 17.9 17.2 17.9 17.9 17.6 == 89.3 79 78.5 59.8 75.9 76.2 74.1 62.4 62.4
26 PHV 20.5 20.9 20.9 20.9 20.9 20.5 20.5 21.9 20.8 21.2 21.2 21.5 21.8 20.5 20.8 20.8 21.8 21.8 21.9 20.2 20.5 20.5 20.5 20.8 11L.6 = 78.3 77 60.1 76.5 74.4 73.8 62.4 62.4
27 PULV 25 25 25 25.3 25,3 25 25 24.3 24.6 24.9 24.2 25.6 25.6 25.3 25.6 25.6 25.3 25.3 26.8 24.6 24.2 23.9 24.9 24.6 24.7 25.7 wtk 72,8 57.1 72.2 T1.4 69.3 59.6 59.6
28 LX307 25 25.3 25.3 25.3 25.3 25 25 26.1 24.2 24.6 23.9 24.9 25.3 24.9 24.9 24.9 24.6 24.9 26.4 25.6 24.9 24.9 25.3 25.3 25 27.5 33.1#kt 60.1 79.5 77 75.8 60.6 60.6
29 DOBV 54.7 54.7 54.7 54.7 54.7 54.7 53.7 55.2 54.5 55 55 56 56 56.6 56.6 56 54 53.5 54.7 55.5 54.5 55 55.5 55 56.9 56.9 62.8 56.4 #+x 61.5 62.5 61.1 80.1 80.1
30 BAYV 29.9 30.3 30.3 30.3 29.5 29.9 29.9 30.6 29.1 29.5 28.8 28.8 29.1 28.8 28.8 28.8 29.9 29.5 30.3 29.5 29.1 28.8 29.5 29.9 29.4 28.3 35.2 24 52.4 k¢ 88.1 86.8 62.3 62.3
31 ANDV 31.4 31.8 31.8 31.8 31 31.4 31.4 32.2 31 31.4 30.6 31 3.4 31 31 31 3.8 313L432.2 31 31.43L83L8 29 317 36.427.250.9 13+ 85.8 63 63
32 SNV 33.1 33.5 33.5 33.5 32,7 33.1 32.4 33.9 33.1 33.5 32.7 32.7 33.1 32.7 32.7 32.7 33.5 33.9 35.1 33.5 33.1 32.7 33.5 33.5 31.9 32.6 39.5 29.6 54.5 14.5 15.4 ==  60.9 60.9
33 SEQV 52.7 52.7 52.7 52.7 53.2 52.7 52.7 53.2 54.5 55 54 54 54 54.5 54.5 54.5 55 54.5 54.2 54.5 54.5 54 55 55 51.8 52.8 57.4 55.3 23.3 HL.9 50 54.5 #kk 100
34 HTNV 52.7 52.7 52.7 52.7 53.2 52.7 52.7 53.2 54.5 55 54 54 54 54.5 54.5 54.5 55 54.5 54.2 54.5 54.5 54 55 55 51.8 52.8 57.4 55.3 23.3 51.9 50 54.5 0 sk
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