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Fig. S1. Beta diversity of gut microbiota in INRs. (A, B) Ordination of unweighted UniFrac distance between samples by PCoA (A) or NMDS (B). R and P values were derived from ANOSIM analyses of distance metrics.
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Fig. S2. Rectal microbial community composition of study participants. (A-C) A slight decrease in Bacteroidaceae (P = 0.3223) (A) and increase in Prevotellaceae (P = 0.7339) (B) and Prevotellaceae/Bacteroidaceae ratio (P = 0.4023) (C) were observed in the CD4 count < 200 cells/µL group compared to the CD4 count > 200 cells/µL group. None of the differences were statistically significant at a cut-off value of P < 0.05 (Mann-Whitney test).

