	Table S1.  Primer sequences of PCR for hepatitis delta virus complete genome
	

	Fragment name
	Primer name
	Sequence  
	Nucleotide position
	Ref.

	P1
	P1-1st forward
	GGATGCCCAGGTCGGACCG
	848–866
	29

	
	P1-1st reverse
	AAGAAGAGRAGCCGGCCCGY
	1151–1170
	

	
	P1-2nd forward
	ATGCCATGCCGACCCGAAGA
	880–899
	

	
	P1-2nd reverse
	GGGGAGCGCCCGGDGGCGG
	1096–1114
	

	P2
	P2-1st & 2nd forward
	GGACCCCTTCAGCGAACAG
	307–325
	29


	
	P2-1st reverse
	CACTCGGATGGCTAAGGGAG
	664–683
	

	
	P2-2nd reverse
	GGCCATCAGGTAAGAAAGGA
	811–830
	

	P3
	P3-1st forward
	GATGCTCCTCCCGATGTC
	576–593
	Present study

	
	P3-1st reverse
	TTTTCTCCCCAGAGTTGTCG
	958–977
	

	
	P3-2nd forward
	TCCCGATGTCCGTCCAAC
	581–601
	

	
	P3-2nd reverse
	TGAATAAAGCGGGTTTCCAC
	931–950
	

	P4
	P4-1st forward
	CTATGGGAATCCCCGGTCT
	1005–1023
	Present study

	
	P4-1st reverse
	GGAGTCCCGGAAGGTTAAGA
	1478–1497
	

	
	P4-2nd forward
	GTCCTGGTGAAGGGGGACT
	1048–1066
	

	
	P4-2nd reverse
	GCTGGGAAACATCAAAGGAA
	1424–1443
	

	P5
	P5-1st & 2nd forward
	TACCTCCATCTGGTCCGTTC
	1350–1369
	Present study

	
	P5-1st reverse
	CGTCCGTCTCTTGCTTTCTC
	111–130
	

	
	P5-2nd reverse
	TTACCGTTTTCCCCTCTCG
	48–66
	

	P6
	P6-1st & 2nd forward
	AGAGGAGACTGCTGGACTCG
	1639–1658
	Present study

	
	P6-1st reverse
	GCTTTCTTTGCTTTCCTCCTC
	358–378
	

	
	P6-2nd reverse
	TCCTAGCATCTCTCCCTATCG
	397–417
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