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Figure S1. Funnel plot of included studies.
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[bookmark: _Toc183727276]Figure S2. Forest plot of pooled prevalence of AMR in Escherichia coli infection.
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[bookmark: _Toc183727277]Figure S3. Forest plot of pooled prevalence of AMR in Klebsiella pneumoniae infection.
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[bookmark: _Toc183727278]Figure S4. Forest plot of pooled prevalence of AMR in Staphylococcus aureus infection.
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[bookmark: _Toc183727279]Figure S5. Forest plot of pooled prevalence of AMR in Pseudomonas aeruginosa infection.
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[bookmark: _Toc183727280]Figure S6. Forest plot of pooled prevalence of AMR in Enterobacter spp. infection.
[bookmark: _Toc183727281][image: ]Figure S7. Forest plot of pooled prevalence of AMR in Enterococcus faecium infection.
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Figure S8. Forest plot of pooled prevalence of AMR in Streptococcus pneumoniae infection.
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Figure S9. Forest plot of pooled prevalence of AMR among studies involving only solid cancer patients.
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Figure S10. Forest plot of pooled prevalence of AMR among studies involving only haematological cancer patients.
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Figure S11. Forest plot of pooled prevalence of AMR among studies involving both cancer types. 
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Figure S12. Forest plot of the sensitivity analysis excluding low-quality studies
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image5.png
Total Prevalence (%) 95% Cl

3rd generation Cephalosporins
Random effect meta-analysis 1389 - 9.41 [39.75; 59.09]
Pred nterval [248;97.33]
Heterogeneity 1 = 83% [35%; 90%],

0613, <0.01

4th generation Cephalosporins

Random effect meta-analysis 879 —- 3274 [21.87; 44.50]
Prediction interval

Heterogeneity 1= 90% [87%; 93%], ' = 0.0736,p <0.01

Carbapenems
Random effect meta-analysis 2095 B 373
Prediction interval

Heterogeneity: 1” = 91% [39%; 93%] ' = 0.0600,p <0.01

Fluoroguinolones
Random effect meta-analysis 1398
Prediction interval

Heterogeneity: 1” = 93% [91%; 94%],

"

20.07

1026, <001

B.Lactam.B-Lactamase
Random effect meta-analysis 1241 —— 381 [33.34; 54.51]
Pr nterval 10.00; 98.09]
Heterogeneity: 1°= 90% [38%; 92%], = 0.0834,p < 0.01

Aminoglycosides
Random effect meta-analysis 1260
Predi
Heterogeneity: 1” = 93% [91%; 94%],

1052,p <001

Polymyxins
Random effect meta-analysis 298
Prediction interval

Heterogeneity I* = 85% [72%; 92%, ¢

13.22

——
nterval —_—
5

0480,p <0.01

Overall random effect meta-analysis 8560 < 40.00 [35.69; 44.38]
Prediction interval

Heterogeneity: 1 = 92% [91%; 93%],
Testfor subgroup diferences: 72 = 14.19, o =6 (p = 0.03) 02 4 6 80 10





