Supplementary table 1. Sequences of the primers used in the PCR
	Primer                                                         Sequence

	tcdB (RT-PCR) 
	stcdb-f: ATA TCAGAGACTGATGAG
stcdb-r: TAG CATATTCAGAGAATATTGT
stcdb-p: FAM-C TGG AGAATCTATATTTGTAGAAACTG-BHQ

	16S rRNA
	27F: AGAGTTTGATCMTGGCTCAG

	
	1492R: GGTTACCTTGTTACGACTT

	tcdA
	tcdA-F: AGATTCCTATATTTACATGACAATAT
tcdA-R: GTATCAGGCATAAAGTAATATACTTT

	tcdB
	NK104: GTG TAG CAA TGA AAG TCC AAG TTT ACG C
NK105: CAC TTA GCT CTT TGA TTG CTG CAC CT

	cdtA/B
	cdtApos: TGAACCTGGAAAAGGTGATG
cdtArev: AGGATTATTTACTGGACCATTTG
cdtBpos: CTTAATGCAAGTAAATACTGAG
cdtBrev: AACGGATCTCTTGCTTCAGTC

	adk
	adkF: TTACTTGGACCTCCAGGTGC
adkR: TTTCCACTTCCTAAGGCTGC

	atpA
	atpAF: TGATGATTTAAGTAAACAAGCTG
atpAR: AATCATGAGTGAAGTCTTCTCC

	dxr
	dxrF: GCTACTTTCCATTCTATCTG
dxrR: CCAACTCTTTGTGCTATAAA

	glyA
	glyAF: ATAGCTGATGAGGTTGGAGC
glyAR: TTCTAGCCTTAGATTCTTCATC

	recA
	recAF: CAGTAATGAAATTGGGAGAAGC
recAR: ATTCAGCTTGCTTAAATGGTG

	sodA
	sodAF: CCAGTTGTCAATGTATTCATTTC
sodAR: ATAACTTCATTTGCTTTTACACC

	tpi
	tpiF: ATGAGAAAACCTATAATTGCAG
tpiR: TTGAAGGTTTAACACTTCCACC







Supplementary table 2. Seven housekeeping genes in the MLST approach

	housekeeping genes
	π
	dn
	ds
	dn/ds

	adk
	0.0016
	0.0024
	0
	0

	atpA
	0.0078
	0
	0.0333
	0

	dxr
	0.0081
	0.0084
	0.0088
	0.9534

	glyA
	0.0049
	0.0071
	0
	0

	recA
	0.0045
	0.0044
	0.0085
	0.5160

	tpi
	0.0064
	0.0068
	0.0093
	0.7336

	sodA
	0.0036
	0.0026
	0.0082
	0.3134
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Supplementary table 3. Details of all referenced strains in this study
	Strains
	GenBank accession
	PubMLST ID
	ST
	Clade
	Source

	E14
	CAMS01000000
	
	2
	1
	France

	CD37
	AHJJ01000000
	
	3
	1
	USA

	5.3
	AZSH01000000
	
	15
	1
	Australia

	P30
	AVME01000000
	
	26
	1
	USA

	P29
	AVMD01000000
	
	35
	1
	USA

	CD22
	AVGP01000000
	
	48
	1
	USA

	CD630
	NC_009089
	
	54
	1
	Switzerland

	T19
	CANA01000000
	
	55
	1
	France

	R20291
	NC_013316
	
	1
	2
	UK

	ZJCDC-S82
	JYNK01000000
	
	5
	3
	China

	CD305
	GCA_033840145.1
	
	ST22
	3
	UK

	M68
	NC_017175
	
	37
	4
	UK

	No.26
	
	2009
	ST39
	4
	Japan

	M120
	NZ_FRES00000000
	
	11
	5
	UK

	TMDU2000-48
	
	1487
	ST297
	-
	Japan

	HGP28
	
	1803
	ST850
	-
	Australia

	LIBA-8859
	
	1948
	ST1075
	-
	Costa Rica




