[bookmark: _GoBack]Table S1. Meta regression analysis for the impact of country and pathogen type on AMR prevalence in food samples based on the random effect model (K: number of bacteria analyzed; tau^2: estimated residual heterogeneity ± standard error; I2: residual heterogeneity per unaccounted variability; RH: test for residual heterogeneity with respective p-values; TM: test for moderator variable which is the sample size with respective p-vales; R2: heterogeneity accounted for). 
	Category
	Drug
	K
	tau2
	I2
	R2
	RH
	TM

	
	
	
	
	
	
	
	
	
	

	Country
	Amoxicillin/Clavulanic Acid
	6
	0.35 ± 0.41
	95.37%
	75.83%
	QE = 9978.99
	p < 0.001
	QM = 94.64
	p < 0.001

	
	Ampicilin
	9
	0.78 ± 0.64
	97.21%
	28.94%
	QE = 214.69
	p < 0.001
	QM = 11.49
	p = 0.003

	
	Azithromycin
	4
	0.02 ± 0.07
	39.06%
	94.09%
	QE = 3.28
	p = 0.193
	QM = 18.67
	p < 0.001

	
	Cefotaxime
	7
	0.14 ± 0.16
	87.25%
	0.00%
	QE = 23.53
	p < 0.001
	QM = 2.52
	p = 0.470

	
	Ceftriaxone
	10
	0.06 ± 0.06
	60.38%
	95.59%
	QE = 12.61
	p = 0.027
	QM = 112.49
	p < 0.001

	
	Chloramphenicol
	19
	0.84 ± 0.55
	93.16%
	2.05%
	QE = 175.32
	p < 0.001
	QM = 18.68
	p = 0.004

	
	Ciprofloxacin
	16
	1.37 ± 1.31
	94.53%
	4.14%
	QE = 127.89
	p < 0.001
	QM = 24.79
	p = 0.001

	
	Gentamycin
	16
	1.33 ± 1.06
	89.95%
	13.69%
	QE =  69.63
	p < 0.001
	QM = 8.23
	p = 0.410

	
	Imipenem
	5
	0.17 ± 0.63
	23.34%
	53.08%
	QE = 3.91
	p = 0.270
	QM = 1.82
	p = 0.176

	
	Streptomycin
	5
	1.08 ± 1.56
	97.63%
	21.43%
	QE = 42.13
	p < 0.001
	QM = 3.70
	p = 0.295

	
	Tetracycline
	17
	0.83 ± 0.53
	95.48%
	34.34%
	QE = 221.03
	p < 0.001
	QM = 26.98
	p < 0.001

	
	Trimethoprim/Sulfamethoxazole
	6
	0.34 ± 0.38
	95.92%
	80.94%
	QE = 49.07
	p < 0.001
	QM = 31.60
	p < 0.001

	
	
	
	
	
	
	
	
	
	

	Pathogen type
	Amoxicillin/Clavulanic Acid
	6
	1.55 ± 1.63
	98.34%
	0.00%
	QE = 240.34
	p < 0.001
	QM = 1.12
	p = 0.288

	
	Ampicilin
	9
	0.80 ± 0.78
	96.72%
	26.75%
	QE = 152.63
	p < 0.001
	QM = 18.60
	p < 0.001

	
	Azithromycin
	4
	0.97 ± 1.41
	97.09%
	0.00%
	QE = 34.38
	p < 0.001
	QM = 0.13
	p = 0.934

	
	Cefotaxime
	7
	0.11 ± 0.10
	82.93%
	0.00%
	QE = 29.28
	p < 0.001
	QM = 0.23
	p = 0.629

	
	Ceftriaxone
	10
	0.42 ± 0.30
	92.19%
	66.79%
	QE = 76.82
	p < 0.001
	QM = 12.44
	p = 0.006

	
	Chloramphenicol
	19
	0.84 ± 0.55
	95.06%
	2.21%
	QE = 263.24
	p < 0.001
	QM = 20.02
	p = 0.001

	
	Ciprofloxacin
	16
	3.38 ± 2.36
	98.66%
	0.00%
	QE = 748.84
	p < 0.001
	QM = 6.77
	p = 0.237

	
	Gentamycin
	16
	1.73 ± 1.29
	96.82%
	0.00%
	QE = 314.49
	p < 0.001
	QM = 2.32
	p = 0.803

	
	Imipenem
	5
	0.00 ± 0.51
	0.00%
	100%
	QE = 0.12
	p = 0.989
	QM = 6.08
	p = 0.013

	
	Streptomycin
	5
	0.05 ± 0.10
	69.64%
	96.32%
	QE = 3.29
	p = 0.069
	QM = 64.96
	p < 0.001

	
	Tetracycline
	17
	1.21 ± 0.71
	97.58%
	4.29%
	QE = 454.30
	p < 0.001
	QM = 10.17
	p = 0.070

	
	Trimethoprim/Sulfamethoxazole
	6
	0.73 ± 0.63
	98.18%
	59.23%
	QE = 165.02
	p < 0.001
	QM = 12.51
	p = 0.001





Table S2. Meta regression analysis for the impact of country and pathogen type on AMR prevalence in human samples based on the random effect model (K: number of bacteria analyzed; tau^2: estimated residual heterogeneity ± standard error; I2: residual heterogeneity per unaccounted variability; RH: test for residual heterogeneity with respective p-values; TM: test for moderator variable which is the sample size with respective p-vales; R2: heterogeneity accounted for). 
	Category
	Drug
	K
	tau2
	I2
	R2
	RH
	TM

	
	
	
	
	
	
	
	
	
	

	Country
	Amoxicillin/Clavulanic Acid
	9
	0.31 ± 0.32
	87.12%
	68.67%
	QE = 46.57
	p < 0.001
	QM = 58.11
	p < 0.001

	
	Ampicilin
	9
	0.74 ± 0.65
	96.68%
	0.00%
	QE = 150.46
	p < 0.001
	QM = 11.34
	p = 0.010

	
	Cefotaxime
	5
	0.41 ± 0.51
	88.60%
	20.58%
	QE = 17.54
	p < 0.001
	QM = 2.99
	p = 0.224

	
	Ceftriaxone
	9
	1.47 ± 0.97
	98.60%
	0.00%
	QE = 428.69
	p < 0.001
	QM = 13.84
	p = 0.001

	
	Chloramphenicol
	13
	0.43 ± 0.30
	94.00%
	74.86%
	QE = 150.08
	p < 0.001
	QM =  30.51
	p < 0.001

	
	Ciprofloxacin
	19
	2.04 ± 1.32
	98.09%
	0.00%
	QE = 679.4
	p < 0.001
	QM = 11.25
	p = 0.046

	
	Erythromycin
	11
	1.00 ± 0.62
	97.70%
	38.03%
	QE = 303.85
	p < 0.001
	QM = 22.64
	p < 0.001

	
	Gentamycin
	15
	1.33 ± 1.10
	95.53%
	13.06%
	QE = 223.60
	p < 0.001
	QM = 28.48
	p < 0.001

	
	Trimethoprim/Sulfamethoxazole
	10
	1.55 ± 1.07
	98.38%
	16.13%
	QE = 433.11
	p < 0.001
	QM = 6.26
	p = 0.043

	
	
	
	
	
	
	
	
	
	

	Pathogen type
	Amoxicillin/Clavulanic Acid
	9
	1.80 ± 2.15
	98.18%
	0.00%
	QE = 219.52
	p < 0.001
	QM = 23.57
	p < 0.001

	
	Ampicilin
	9
	0.55 ± 0.52
	95.90%
	6.57%
	QE = 121.99
	p < 0.001
	QM = 19.59
	p < 0.001

	
	Cefotaxime
	5
	0.67 ± 0.87
	93.08%
	0.00%
	QE = 43.33
	p < 0.001
	QM = 0.03
	p = 0.848

	
	Ceftriaxone
	9
	1.41 ± 1.86
	95.32%
	0.00%
	QE = 64.12
	p < 0.001
	QM = 8.04
	p = 0.153

	
	Chloramphenicol
	13
	2.43 ± 2.40
	98.55%
	0.00%
	QE = 414.12
	p < 0.001
	QM = 13.51
	p = 0.035

	
	Ciprofloxacin
	19
	1.60 ± 0.97
	98.03%
	0.00%
	QE = 608.98
	p < 0.001
	QM = 25.03
	p < 0.001

	
	Erythromycin
	11
	2.65 ± 1.95
	98.99%
	0.00%
	QE = 496.68
	p < 0.001
	QM = 4.93
	p = 0.424

	
	Gentamycin
	15
	1.79 ± 1.82
	97.30%
	0.00%
	QE = 295.95
	p < 0.001
	QM = 40.91
	p < 0.001

	
	Trimethoprim/Sulfamethoxazole
	10
	2.73 ± 2.04
	98.52%
	0.00%
	QE = 338.60
	p < 0.001
	QM = 6.94
	p = 0.138





