Supplementary material
Laboratory analysis:
Fig. 1 Detection of 16SrRNA genes in S. aureus strains isolated from clinical samples via conventional-PCR
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Supplementary Fig. 1 Gel electrophoresis results depicting the amplicons of the 16SrRNA genes of S. aureus isolates obtained from clinical specimens via singleplex PCR. PCR amplification of 16SrRNA genes (756 bp) from 7 samples (in 2 to 8 wells), a standard 50 bp DNA ladder in the first well and a positive control and negative control in 9th and 10th well is displayed. *PC= Positive control *NC= Negative control
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Supplementary Fig. 2 Gel electrophoresis results depicting the amplicons of the mecA and mecC genes of MRSA isolates obtained from clinical specimens via singleplex PCR. In panel (2a) PCR amplification of mecA genes (162 bp) from 14 samples (in 2 to 15 wells) along with a standard 50 bp DNA ladder in the first well, and a positive control in 16th well is shown. In panel (2b) no PCR amplification of mecC genes from 15 samples (in 2 to 16 wells), and a standard 50 bp DNA ladder in the first well was detected.  
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