
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary figure 3 - Phylogenetic lineage, clade and subclade classification of IBV in 

Kenya and Uganda based on the HA segment.



Branches are annotated with amino acid alterations identified along the HA trunk

 

with clade 

defining alterations in bold.

 

Uganda

 

IBV strains

 

(Jinja, Mbale, Soroti)

 

and Kilifi strains (KCH

, Matsangoni, Mavueni, Mtondia Pingilikani)

 

are shown as branch tip labels and are

 

coloured 

according  to strain  location.  Reference  strains  are represented  in black  branch  tip labels.

 

Nodes having

 

>70% bootstrap reliability are marked with black shaded circular nodes.

 

 

 

  




