ModelFinder will test up to 24 DNA models (sample size: 915 epsilon: 0.100) ...
	No.
	Model
	LnL
	df
	AIC
	AICc
	BIC

	1
	JC
	39824.811
	1011
	81671.623
	2127935.623
	86543.555

	2
	JC+G4
	35951.225
	1012
	73926.451
	2124238.451
	78803.202

	3
	TN+F
	35650.495
	1016
	73332.991
	2139876.991
	78229.018

	4
	TN+F+G4
	31803.118
	1017
	65640.236
	2136252.236
	70541.082

	5
	TNe
	35645.958
	1013
	73317.916
	2127681.916
	78199.486

	6
	TNe+G4
	31781.318
	1014
	65590.637
	2124010.637
	70477.026

	7
	K2P
	35719.615
	1012
	73463.231
	2123775.231
	78339.982

	8
	K2P+G4
	31787.078
	1013
	65600.155
	2119964.155
	70481.726

	9
	K2P
	35719.615
	1012
	73463.231
	2123775.231
	78339.982

	10
	K2P+G4
	31787.078
	1013
	65600.155
	2119964.155
	70481.726

	11
	F81+F
	39880.447
	1014
	81788.894
	2140208.894
	86675.283

	12
	F81+F+G4
	36026.881
	1015
	74083.762
	2136563.762
	78974.97

	13
	HKY + F
	35783.528
	1015
	73597.056
	2136077.056
	78488.264

	14
	HKY+F+G4
	31829.335
	1016
	65690.67
	2132234.67
	70586.697

	15
	SYM
	35597.181
	1016
	73226.362
	2139770.362
	78122.388

	16
	SYM+G4
	31726.782
	1017
	65487.564
	2136099.564
	70388.41

	17
	TIM+F
	35644.772
	1017
	73323.544
	2143935.544
	78224.39

	18
	TIM+F+G4
	31798.421
	1018
	65632.843
	2140316.843
	70538.507

	19
	TVM + F
	35734.022
	1018
	73504.044
	2148188.044
	78409.709

	20
	TVM+F+G4
	31776.97
	1019
	65591.941
	2144351.941
	70502.424

	21
	TVME
	35670.801
	1015
	73371.603
	2135851.603
	78262.811

	22
	TVMe+G4
	31731.854
	1016
	65495.707
	2132039.707
	70391.734

	23
	GT+F
	35601.09
	1019
	73240.18
	2152000.18
	78150.664

	24
	GTR+F+G4
	31751.22
	1020
	65542.441
	2148382.441
	70457.743


Akaike Information Criterion: SYM+G4
Corrected Akaike Information Criterion: K2P+G4
Bayesian Information Criterion: SYM+G4
Best-fit model: SYM+G4 chosen according to BIC
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