[bookmark: _GoBack][bookmark: _Ref9067]Table 1. Primer sequences for RT-PCR amplification of group A rotavirus VP4 and VP7 genes.
	Primer 
	 Primer Sequence (5′–3′)
	Nucleotide Position

	VP7F
	ATG TAT GGT ATT GAA TAT ACC AC
	51-71

	VP7R
	AAC TTG CCA CCA TTT TTT CC
	932-914

	VP4F
	TAT GCT CCA GTN AAT TGG
	132-149

	VP4R
	ATT GCA TTT CTT TCC ATAATG
	775-795
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Table 2. Regional Distribution of G/P Genotypes in RVA-Associated Diarrhea Among Children Under Five Years of Age in China, 2009–2020
	Area
	Number of detected cases
	Number of positive cases
	G
	P

	Northeast China (Ⅰ)
	1753
	300
	191 (63.7)
	172 (57.3)

	East China (Ⅱ)
	20593
	4108
	712 (17.3)
	529 (12.9)

	Central  China (Ⅲ)
	16217
	6740
	1421 (21.1)
	1210 (18.0)

	West China (Ⅳ)
	17074
	4797
	1516 (31.6)
	1304 (27.2)

	Total
	55637
	15945
	3840 (24.1)
	3215 (20.2)


Note: The figures outside the brackets represent the number of examples, while those within the brackets denote the composition ratio (%).

Table 3. Temporal Distribution of G/P Genotypes in RVA-Associated Diarrhea Among Children Under Five Years of Age in China, 2009–2020
	Year
	Number of detected  cases
	Number of positive cases
	G
	P

	2009
	3339
	1665
	384 (23.1)
	260 (15.6)

	2010
	9916
	3957
	973 (24.6)
	656 (16.6)

	2011
	4030
	929
	221 (23.8)
	244 (26.3)

	2012
	4557
	1030
	197 (19.1)
	191 (18.5)

	2013
	5601
	1399
	528 (37.7)
	508 (36.3)

	2014
	6489
	1267
	370 (29.2)
	348 (27.5)

	2015
	4458
	1434
	252 (17.6)
	208 (14.5)

	2016
	1285
	252
	45 (17.9)
	42 (16.7)

	2017
	2009
	437
	52 (11.9)
	52 (11.9)

	2018
	5212
	1598
	275 (17.2)
	210 (13.1)

	2019
	6975
	1669
	438 (26.2)
	400 (24.0)

	2020
	1766
	308
	105 (34.1)
	96 (31.2)

	Total
	55637
	15945
	3840 (24.1)
	3215 (20.2)


Note: The figures outside the brackets represent the number of examples, while those within the brackets denote the composition ratio (%).

