Additional file 7: The presence and frequency of key virulence factor genes among 24 Neisseria gonorrhoeae isolates from Bangladesh (2014-2024), as determined by genome screening with ABRicate against the VFDB database. Genes are grouped by functional categories.
	Virulence factors
	Related genes
	Frequency (n = 24)

	Adherence
	app, lst, kdtA/waaA, lgtA, lgtC. lgtE, lgtF, lgtG, rfaC, rfaF, rfaK, lptA,pilD, pilE, pilF,pilG, pilH, pilI, pilJ, pilK, pilM,pilN, pilO, pilP, pilQ, pilT2, pilT, pilU, pilV, pilW, pilX, pilZ,
	24

	
	lgtB
	23

	
	lgtD
	22

	
	pilS
	23

	
	pilC
	15

	Fatty Acid Resistance
	farA, farB
	24

	Efflux Pump
	mtrC, mtrD, mtrE
	24

	Immune modulator
	fHbp, nspA
	24





