Additional file 2: Table S2. Cross–validation and bootstrap settings.
	Item
	Setting

	Software
	Python 3.11.2; scikit–learn 1.4.2

	Validation scheme
	[bookmark: _Hlk217978197]Stratified 5–fold cross–validation at the patient–level (20 NI, 20 IP)

	StratifiedKFold parameters
	n_splits=5; shuffle=True; random_state=42

	Positive class
	IP (predicted probabilities refer to P(IP))

	Hold–out test set
	Not used (no fixed independent hold–out set)

	Performance aggregation
	Out–of–fold predicted probabilities were pooled across folds to compute ROC curves and AUC

	Operating threshold (Youden)
	Determined from the training data within each fold by maximizing (sensitivity + specificity − 1)

	Threshold application
	Fold–specific Youden threshold applied to the corresponding held–out validation fold

	Bootstrap targets
	AUC, sensitivity, and specificity

	Bootstrap resampling unit
	Patient–level resampling

	Number of bootstrap resamples (B)
	2,000

	Bootstrap CI method
	Percentile bootstrap 95% CI based on pooled out–of–fold predictions

	Bootstrap handling of thresholds
	Fold–specific Youden thresholds were kept fixed during bootstrapping; metrics recalculated from resampled pooled out–of–fold predictions


The Youden index was defined as sensitivity + specificity − 1. 
ROC curves and AUC were computed from pooled OOF predicted probabilities across the five folds. 
Bootstrap CIs were obtained by patient–level percentile resampling (B = 2,000).
Abbreviations: AUC, area under the receiver operating characteristic curve; CI, confidence interval; IP, infectious pneumonia; NI, non–infectious; OOF, out–of–fold; ROC, receiver operating characteristic. 
