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Supplementary Figure 1. ROC curve analysis of the top nine miRNAs. The optimal cutoff value for (A) miR-223-3p, (B) miR-338-5p, (C) miR-6787, (D) miR-1273h-3p, (E) miR-1288-3p, (F) miR-200c-3p, (G) miR-3074-3p, (H) miR-433-3p, and (I) miR-200b-3p was calculated using ROC curve analysis.
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Supplementary Figure 2. Heat map and volcano plot of differentially expressed mRNAs in the whole blood of patients with active tuberculosis (T0) and those who have completed anti-tuberculosis treatment (T6). (A) Heatmap showing differentially expressed mRNAs between patients at T0 and T6, identified by Pearson correlation analysis (p < 0.01) and visualized using hierarchical clustering. Upregulated mRNAs are indicated in red, whereas downregulated mRNAs are shown in blue. (B) Volcano plot of mRNAs between patients with T0 and those with T6. The x-axis represents the difference between the mean mRNA expression values of the T6 and T0 groups (T6 − T0). Cutoff points for the p value (< 0.01; -log 10 (0.01) = 2.00) or log2 (fold change) are indicated using dotted lines.
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Supplementary Table 1. Characteristics of nine miRNAs in previous studies
	miRNAs
	Potential target genes in our study
	Association with disease
	Functions
	Reference

	miR-223-3p
	AFF3 and NT5C1B
	Viral hepatitis, HIV, COVID-19, TB, and sepsis
	It influences neutrophil infiltration, macrophage function, dendritic cell (DC) maturation, and inflammasome activation.
	Yuan et al. [1] and Houshmandfar et al. [2]

	miR-338-5p
	AFF3, HIC2, HPCAL4, PDE7B, SPATA25, SPHK2, UBE3D, and ZFYVE9
	Tumor progression
	It plays a role in tumor progression by regulating WNT, MAPK, and PI3K/AKT signaling pathways.
	[3]

	miR-6787-3p
	DTX1, HPCAL4, METTL2A, NTMT1, PDE7B, PEG10, TMEM139, and ZFYVE9
	Colorectal cancer
	It is involved in a potential epigenetic mechanism induced by RAPA therapy in the regulation of the pre-metastatic niche of post-transplant colorectal cancer.
	[4]

	miR-1273h-3p
	HTR7, LRRC8E, METTL2A, PDE7B, PLD4, and RGS5
	-
	-
	-

	miR-1288-3p
	AFF3, ANKRD23, DEPTOR, EME2, FAAP100, GPR135, HPCAL4, PDE7B, RGS5, SEMA4G, SMCO3, and TIGD5
	Colorectal cancer
	RERG, the regulator of the Ras/ERK pathway, is the target gene of miR-1288.
	[5]

	miR-200c-3p
	EME2, PEG10, and TIGD5
	TB and lung adenocarcinoma
	It serves as a regulator in cells that undergo epithelial-mesenchymal transformation.
	[6]

	miR-3074-3p
	HIC2, IMMP2L, METTL2A, NTMT1, RGS5, and TIGD5
	Zaire ebolavirus
	It affects innate and adaptive immune responses, cellular metabolism, cell cycle progression, apoptosis,
and autophagy.
	[7]

	miR-433-3p
	DDTL, DEPTOR, HPCAL4, and SMCO3
	Glioma
	It restrains the proliferation, migration, and invasion of glioma cells.
	You et al. [8] and Zhang et al. [9]

	miR-200b-3p
	AFF3, LYSMD4, PDE7B, PEG10, and TMEM134
	Tumor progression
	It inhibits proliferation, invasion, and migration
	[10]
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