Supplementary Table S2. Absolute counts for key genotype-specific HPV-HHV DNA co-detection pairs
	HPV genotype
	HHV target
	HPV+ HHV+
	HPV+ HHV−
	HPV− HHV+
	HPV− HHV−
	n
	log2OR
	FDR

	HPV-26
	HSV-1/2
	5
	1
	1
	1089
	1096
	12.41
	<0.001

	HPV-83
	EBV
	16
	5
	5
	1070
	1096
	9.42
	<0.001

	HPV-45
	CMV
	66
	4
	40
	986
	1096
	8.67
	<0.001

	HPV-51
	CMV
	12
	32
	94
	958
	1096
	1.93
	0.019

	HPV-52
	CMV
	25
	108
	81
	882
	1096
	1.33
	0.019

	HPV-16
	HHV-7
	11
	66
	45
	974
	1096
	1.85
	0.028

	HPV-11
	VZV
	4
	9
	37
	1046
	1096
	3.65
	0.028

	Note: HPV+ HHV+ indicates participants positive for both the HPV genotype and the HHV target. HPV+ HHV− indicates participants positive for the HPV genotype only. HPV− HHV+ indicates participants positive for the HHV target only. HPV− HHV− indicates participants negative for both. HSV-1/2 indicates combined HSV-1/2 DNA detection. These pairwise estimates are exploratory and should be interpreted cautiously because several strong effect sizes were based on small absolute numbers.




