	Table S2.List of compensatory mutations in this study.

	Gene
	Amino acid change
	Number of isolates

	rpoC
	V483G
	14

	rpoC
	V483A
	5

	rpoC
	A492V
	4

	rpoC
	G332R
	3

	rpoC
	G332S
	3

	rpoC
	I491T
	3

	rpoC
	I491V
	3

	rpoC
	P1040R
	3

	rpoC
	A734T
	2

	rpoC
	H525Q
	2

	rpoC
	L507V
	2

	rpoC
	L527V
	2

	rpoC
	N698S
	2

	rpoC
	A1202D
	2

	rpoC
	A1300V
	2

	rpoC
	A230V/G332S
	1

	rpoC
	D1243H
	1

	rpoC
	D404A
	1

	rpoC
	D485E
	1

	rpoC
	D747H
	1

	rpoC
	E1033A
	1

	rpoC
	E591D
	1

	rpoC
	E750G
	1

	rpoC
	F452L/G945V/P682S
	1

	rpoC
	F831L
	1
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	G332C
	1

	rpoC
	G433C
	1

	rpoC
	G433R
	1

	rpoC
	G433S
	1

	rpoA
	T187A
	1

	rpoC
	G945V
	1

	rpoC
	H1133Y
	1

	rpoC
	H119R
	1

	rpoC
	I832V
	1

	rpoC
	I885V
	1

	rpoC/rpoA
	L507V/V183G
	1

	rpoC
	L516P
	1

	rpoC
	L527V/P682S
	1

	rpoC
	M983I
	1

	rpoC
	N416S
	1

	rpoC
	P1040S
	1

	rpoC
	P434Q/V1039I
	1

	rpoC
	P434R
	1

	rpoC
	A172V
	1

	rpoC
	P947S
	1

	rpoC
	T812I
	1

	rpoC
	T958I/G1108S
	1

	rpoC
	T967K
	1

	rpoC
	V1039A
	1

	rpoC
	V1039G
	1

	rpoC
	V1252M
	1

	rpoA
	V183G
	1

	rpoC
	V317A/P1040S
	1

	rpoC
	V582M
	1

	rpoC
	V775A
	1

	rpoC
	W484L
	1



