Supplementary Table S3. Pairwise comparisons using Dwass-Steel-Critchlow-Fligner (DSCF) post-hoc test
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Part A: Pairwise comparisons of log2_RFB_MIC across rpoB mutation groups

	Group1
	Group2
	W statistic
	p-value

	D435V
	double_multiple
	1.6581176
	0.767

	D435V
	H445Y
	3.3045423
	0.133

	D435V
	other_single
	0.9575945
	0.961

	D435V
	S450L
	3.9350682
	0.043

	double_multiple
	H445Y
	3.4202894
	0.110

	double_multiple
	other_single
	-0.9589984
	0.961

	double_multiple
	S450L
	4.0109571
	0.037

	H445Y
	other_single
	-3.4731100
	0.101

	H445Y
	S450L
	-2.6569896
	0.329

	other_single
	S450L
	5.1305427
	0.003




Part B: Pairwise comparisons of log2_ratio across rpoB mutation groups  
	Group1
	Group2
	W statistic
	p-value

	D435V
	double_multiple
	-0.49896701
	0.997

	D435V
	H445Y
	-2.22036541
	0.517

	D435V
	other_single
	-1.81266749
	0.703

	D435V
	S450L
	-0.09235617
	>0.999

	double_multiple
	H445Y
	-3.06541420
	0.192

	double_multiple
	other_single
	-2.35826804
	0.455

	double_multiple
	S450L
	1.45708342
	0.842

	H445Y
	other_single
	0.68615201
	0.989

	H445Y
	S450L
	3.97556342
	0.040

	other_single
	S450L
	3.36044203
	0.122

	Note: P values were calculated using the Dwass-Steel-Critchlow-Fligner (DSCF) method for non-parametric multiple comparisons. Statistically significant comparisons (P < 0.05) are indicated in bold.



